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Asp 


He 


Gly 


Arg 


Trp 
585 


He 


Asp 
595 


Arg 


Lys 


Lys 


Asn 


He 
600 


He 


Ala 

610 


Pro 


Glu 


Lys 


He 


Glu 
615 


Val 


Leu 
625 


Gin 


He 


Phe 


Val 


His 
630 


Val 


Gly 
640 


Val 


Val 


Val 


Pro 


Asp 
645 


Ala 


Lys 
655 


Leu 


Gly 


Val 


Lys 


Gly 
660 


Gin 


Val 
670 


Val 


Arg 


Glu 


Ala 


He 
675 


Lys 


Glu 
685 


Ser 


Gly 


Leu 


Lys 


Thr 
690 


Leu 


His 
700 


Pro 


Glu 


Pro 


Phe 


Ser 
705 


Thr 


Leu 
715 


Lys 


Ala 


Lys 


Arg 


Gly 
720 


Gin 


He 
730 


Asp 


Ser 


Leu 


Tyr 


Glu 
735 



Asp 


Leu 


Leu Phe 


Gin 


Ala 


Leu 




10 








15 


Phe 


Asp 


Glu Leu 


Cys 


Phe 


Glu 




25 








30 


Thr 


Ser 


Glu Lys 


Glu 


He 


He 




40 








45 


Ala 


Ala 


Gly Ala 


Ser 


Asp 


Val 




55 








60 
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Val Leu Tyr 
Cys Leu Glu 
lie Lys Ala 
Gin Lys Leu 
Ala Val Ala 
Tyr Asp Ser 
Cys Arg Lys 
Thr Leu Ser 
lie Lys Phe 
Glu Leu Met 
Leu His lie 
Ser Asn Gly 
His Ser Arg 
Thr Gly Thr 
Val Thr Met 
Ala Ala Glu 
Glu Leu Ala 
Lys Lys Val 
Leu Thr Arg 
Gin He Glu 
Ala Cys Asp 
Asn He Gin 
Phe Pro Leu 
Ala Ala Gly 
Glu Asp He 
Ala Val His 
Arg Thr Thr 
Arg Lys Met 
Val He Lys 
His Leu Cys 
lie His Gly 
Pro Gly Glu 
Pro Ala Phe 



Lys 


lie 


Asp 




65 




Gly 


Leu 


Val 




80 




Pro 


Val 


Tyr 




95 




He 


lie 


Thr 




110 




Ala 


Val 


Leu 




125 




Phe 


lie 


Glu 




140 




Arg 


Ala 


Leu 




155 




Gly 


Pro 


Phe 




170 




Lys 


Pro 


Leu 




185 




Asn 


lie 


Tyr 




200 




He 


Glu 


Asn 




215 




Val 


Val 


Leu 




230 




He 


Thr 


Val 




245 




Asp 


Phe 


Thr 




260 




Phe 


Ser 


Glu 




275 




Val 


Val 


Phe 




290 




Tyr 


Arg 


Lys 




305 




Gly 


lie 


Arg 




320 




Met 


Tyr 


Leu 




335 




lie 


Glu 


lie 




350 




lie 


Val 


Glu 




365 




Met 


Thr 


Leu 




380 




Asn 


Lys 


Leu 




395 




Phe 


Thr 


Glu 




410 




Ala 


Asp 


Lys 




425 




He 


Ser 


Asn 




440 




Leu 


Leu 


Pro 




455 




Pro 


Leu 


Pro 




470 




Asp 


Ser 


Asn 




485 




Ala 


Val 


Tyr 




500 




Leu 


Leu 


Asp 




515 




Asp 


Lys 


Gly 




530 




Phe 


Pro 


Gly 



Val 


Pro 


Ala 


Arg 


Gly 


Leu 


Lys 


Arg 


Val 


Glu 


Glu 


Thr 


Arg 


Asn 


lie 


Leu 


Gin 


Glu 


Val 


Ala 


He 


Thr 


Tyr 


Thr 


Asn 


Lys 


Thr 


Lys 


Thr 


Asp 


Lys 


Pro 


Leu 


Ser 


Met 


Pro 


Asn 


Thr 


Arg 


Lys 


Ala 


Lys 


Tyr 


Cys 


Glu 


Pro 


Asn 


Gly 


Glu 


Met 


Val 


Glu 


Thr 


Pro 


Lys 


Ser 


Glu 


Pro 


Pro 


Thr 


Asp 


Ala 


Ala 


Pro 


Lys 


Thr 


Thr 


Glu 


Leu 


Ala 


Leu 


Thr 


Leu 


Gly 


Val 


Pro 


Lys 


Thr 


Gly 


Leu 


Leu 


Leu 


Lys 


Leu 


Thr 


Asp 


Val 


Tyr 


Asn 


Lys 


Arg 


lie 


Met 


Gly 


Tyr 


Val 


Arg 


Cys 


Ala 



Asn 


Arg 


Tyr 


70 






Gin 


Val 


Phe 


85 






Met 


Pro 


Asp 


100 






Ala 


Lys 


lie 


115 






Lys 


Phe 


Thr 


130 






Lys 


Leu 


His 


145 






Gly 


Thr 


His 


160 






Ala 


Lys 


Arg 


175 






Lys 


Glu 


Tyr 


190 






Asn 


His 


Leu 


205 






Tyr 


Pro 


Val 


220 






Pro 


lie 


lie 


235 






Asn 


lie 


Phe 


250 






lie 


Val 


Leu 


265 






Asn 


Gin 


Phe 


280 






Lys 


Ser 


His 


295 






Arg 


Ala 


Asp 


310 






Glu 


Asn 


Leu 


325 






Val 


lie 


Gly 


340 






Arg 


Ala 


Asp 


355 






lie 


Ala 


Tyr 


370 






Tyr 


Thr 


lie 


385 






Leu 


Arg 


His 


400 






Phe 


Ala 


Leu 


415 






Asp 


lie 


Ser 


430 






Ala 


Glu 


Phe 


445 






Lys 


Thr 


lie 


460 






Phe 


Glu 


lie 


475 






Gly 


Ala 


Lys 


490 






Asn 


Pro 


Gly 


505 






Gin 


Leu 


Leu 


520 






lie 


Lys 


Ala 


535 






Glu 


lie 


Phe 
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Asp 


Leu 


Leu 






75 


Lys 


Glu 


Arg 






90 


Gly 


Lys 


lie 






105 


Arg 


Pro 


Phe 






120 


Lys 


Asp 


Arg 






135 


Gin 


Asn 


lie 






150 


Asp 


Leu 


Asp 






165 


Pro 


Ser 


Asp 






180 


Thr 


Ala 


Cys 






195 


Lys 


His 


Tyr 






210 


lie 


Tyr 


Asp 






225 


Asn 


Gly 


Asp 






240 


lie 


Glu 


Cys 






255 


Asp 


lie 


lie 






270 


Thr 


Val 


Glu 






285 


Thr 


Phe 


Pro 






300 


Leu 


lie 


Asn 






315 


Ala 


Lys 


Leu 






330 


Asp 


Gly 


Asn 






345 


lie 


lie 


His 






360 


Gly 


Tyr 


Asn 






375 


Ala 


Asn 


Gin 






390 


Asp 


Met 


Ala 






405 


Cys 


Ser 


Gin 






420 


Ala 


Thr 


Lys 






435 


Gin 


val 


Ala 






450 


Ala 


Ala 


Asn 






465 


Ser 


Asp 


lie 






480 


Asn 


Tyr 


Arg 






495 


Phe 


Glu 


lie 






510 


Asp 


Val 


Pro 






525 


Ser 


Glu 


Gly 






540 


Ala 


Arg 


Gly 
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545 

Gin Ser Val Gly Lys Leu Gly Val 
560 

Lys Phe Glu Leu Thr Met Pro Cys 
575 

Gly Pro Phe Leu 

<210> 4 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1513539CD1 

<400> 4 

Met Lys Leu Lys Cys He Phe Gly 

1 5 
Cys Tyr Asn Val Thr Asn He Gly 
2 0 

Trp Gin Ser Val His Ser Thr Leu 
35 

Leu Val Phe Asn Thr Ser Pro Asn 

50 

Phe Ala Phe He Val Val Lys Asp 
65 

Val Val Gin Glu Leu Lys Ser Met 
80 

Tyr Ala Val Pro Asp Glu He Leu 
95 

Thr Arg Ser Gly Lys Val Met Arg 
110 

Thr Ser Glu Ala Gin Glu Leu Gly 
125 

Pro Ser He He Ala Glu He Leu 
140 

Asp Lys Gin Ala Ala Ala Lys 
155 

<210> 5 
<211> 643 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 2148623CD1 

<400> 5 



Met 


Cys 


Gly 


He 


Cys 


Cys 


Ser 


Val 


1 








5 








Ser 


Gin 


Asp 


Leu 


Lys 
20 


Glu 


Asp 


Leu 


Gly 


Pro 


Asn 


Ser 


Ser 

35 


Lys 


Gin 


Leu 


Gin 


Cys 


Leu 


Phe 


Ser 
50 


Ala 


His 


Val 


Thr 


Thr 


Gin 


Pro 


Val 
65 


Glu 


Asp 


Glu 


Asn 


Gly 


Glu 


He 


Phe 

80 


Ser 


Gly 


He 


Asp 


Thr 


Gin 


He 


Leu 
95 


Phe 


Asn 


Tyr 


Ser 


Glu 


He 


Leu 


Ser 


Leu 


Phe 


Ser 



110 



550 555 

Leu His Pro Asp Val He Thr 

565 570 

Ser Ser Leu Glu He Asn He 

580 585 



Phe 


Ala 


Thr 


Lys 


Glu 


Thr 


Ser 




10 










15 


Phe 


Lys 


Ser 


Pro 


Ser 


Asp 


Phe 




25 










30 


Pro 


Arg 


Glu 


Leu 


Ala 


Pro 


Cys 




40 










45 


Leu 


Ala 


Leu 


Phe 


Ser 


Ala 


Ala 




55 










60 


Ser 


Ala 


Gly 


Asp 


Ser 


Asp 


Val 




70 










75 


Val 


Ala 


Thr 


Lys 


He 


Ala 


Lys 




85 










90 


Val 


Val 


Lys 


Arg 


Leu 


Pro 


Lys 




100 










105 


Arg 


Leu 


Leu 


Arg 


Lys 


He 


He 




115 










120 


Asp 


Thr 


Thr 


Thr 


Leu 


Glu 


Asp 




130 










135 


Ser 


Val 


Tyr 


Gin 


Lys 


Cys 


Lys 




145 










150 



Asn 


Phe 


Ser 


Ala 


Glu 


His 


Phe 




10 










15 


Leu 


Tyr 


Asn 


Leu 


Lys 


Gin 


Arg 




25 










30 


Leu 


Lys 


Ser 


Asp 


Val 


Asn 


Tyr 




40 










45 


Leu 


His 


Leu 


Arg 


Gly Val 


Leu 




55 










60 


Arg 


Gly Asn 


Val 


Phe 


Leu 


Trp 




70 










75 


Lys 


Val 


Glu 


Ala 


Glu 


Glu 


Asn 




85 










90 


Leu 


Ser 


Ser 


Cys 


Lys 


Asn 


Glu 




100 










105 


Glu 


Val 


Gin 


Gly 


Pro 


Trp 


Ser 




115 










120 
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Phe 


lie 


Tyr 


Tyr 


Gin 


Ala 


Ser 


Ser 


His 


Tyr 


Leu 


Trp 


Phe 


Gly Arg 










12 5 










130 










135 


Asp 


Phe 


Phe 


Gly Arg 


Arg 


Ser 


Leu 


Leu 


Trp 


His 


Phe 


Ser 


Asn 


Leu 










140 










145 










150 


Gly 


Lys 


Ser 


Phe 


Cys 


Leu 


Ser 


Ser 


Val 


Gly 


Thr 


Gin 


Thr 


Ser 


Gly 










155 










160 










165 


Leu 


Ala 


Asn 


Gin 


Trp 


Gin 


Glu 


Val 


Pro 


Ala 


Ser 


Gly 


Leu 


Phe 


Arg 










170 










175 










180 


lie 


Asp 


Leu 


Lys 


Ser 


Thr 


Val 


He 


Ser 


Arg 


Cys 


He 


He 


Leu 


Gin 










185 










190 










195 


Leu 


Tyr 


Pro 


Trp 


Lys 


Tyr 


He 


Ser 


Arg 


Glu 


Asn 


He 


He 


Glu 


Glu 










200 










205 










210 


Asn 


Val 


Asn 


Ser 


Leu 


Ser 


Gin 


He 


Ser 


Ala 


Asp 


Leu 


Pro 


Ala 


Phe 










215 










220 










22 5 


Val 


Ser 


Val 


Val 


Ala 


Asn 


Glu 


Ala 


Lys 


Leu 


Tyr 


Leu 


Glu 


Lys 


Pro 










230 










235 










240 


Val 


Val 


Pro 


Leu 


Asn 


Met 


Met 


Leu 


Pro 


Gin 


Ala 


Ala 


Leu 


Glu 


Thr 










245 










250 










255 


His 


Cys 


Ser 


Asn 


He 


Ser 


Asn 


Val 


Pro 


Pro 


Thr 


Arg 


Glu 


He 


Leu 










260 










265 










270 


Gin 


Val 


Phe 


Leu 


Thr 


Asp 


Val 


His 


Met 


Lys 


Glu 


Val 


He 


Gin 


Gin 










275 










280 










285 


Phe 


He 


Asp Val 


Leu 


Ser 


Val 


Ala 


Val 


Lys 


Lys 


Arg 


Val 


Leu 


Cys 










290 










295 










300 


Leu 


Pro 


Arg 


Asp 


Glu 


Asn 


Leu 


Thr 


Ala 


Asn 


Glu 


Val 


Leu 


Lys 


Thr 










305 










310 










315 


Cys 


Asp 


Arg 


Lys 


Ala 


Asn 


Val 


Ala 


He 


Leu 


Phe 


Ser 


Gly 


Gly 


He 










320 










325 










330 


Asp 


Ser 


Met 


Val 


He 


Ala 


Thr 


Leu 


Ala 


Asp 


Arg 


His 


He 


Pro 


Leu 










335 










340 










345 


Asp 


Glu 


Pro 


He 


Asp 


Leu 


Leu 


Asn 


Val 


Ala 


Phe 


He 


Ala 


Glu 


Glu 










350 










355 










360 


Lys 


Thr 


Met 


Pro 


Thr 


Thr 


Phe 


Asn 


Arg 


Glu 


Gly Asn 


Lys 


Gin 


Lys 










365 










370 










375 


Asn 


Lys 


Cys 


Glu 


He 


Pro 


Ser 


Glu 


Glu 


Phe 


Ser 


Lys 


Asp 


Val 


Ala 










380 










385 










390 


Ala 


Ala 


Ala 


Ala 


Asp 


Ser 


Pro 


Asn 


Lys 


His 


Val 


Ser 


Val 


Pro 


Asp 










395 










400 










405 


Arg 


He 


Thr Gly Arg 


Ala 


Gly 


Leu 


Lys 


Glu 


Leu 


Gin 


Ala 


Val 


Ser 










410 










415 










420 


Pro 


Ser 


Arg 


He 


Trp 


Asn 


Phe 


Val 


Glu 


He 


Asn 


Val 


Ser 


Met 


Glu 










425 










430 










435 


Glu 


Leu 


Gin 


Lys 


Leu 


Arg 


Arg 


Thr 


Arg 


He 


Cys 


His 


Leu 


He 


Arg 










440 










445 










450 


Pro 


Leu 


Asp 


Thr 


Val 


Leu 


Asp 


Asp 


Ser 


He 


Gly 


Cys 


Ala 


Val 


Trp 










455 










460 










465 


Phe 


Ala 


Ser 


Arg 


Gly 


He 


Gly 


Trp 


Leu 


Val 


Ala 


Gin 


Glu 


Gly 


Val 










470 










475 










480 


Lys 


Ser 


Tyr 


Gin 


Ser 


Asn 


Ala 


Lys 


Val 


Val 


Leu 


Thr 


Gly 


He 


Gly 










485 










490 










495 


Ala 


Asp 


Glu 


Gin 


Leu 


Ala 


Gly Tyr 


Ser 


Arg 


His 


Arg 


Val 


Arg 


Phe 










500 










505 










510 


Gin 


Ser 


His 


Gly 


Leu 


Glu 


Gly 


Leu 


Asn 


Lys 


Glu 


He 


Met 


Met 


Glu 










515 










520 










525 


Leu 


Gly Arg 


He 


Ser 


Ser 


Arg 


Asn 


Leu 


Gly 


Arg 


Asp 


Asp 


Arg 


Val 










530 










535 










540 


lie 


Gly Asp 


His 


Gly 


Lys 


Glu 


Ala 


Arg 


Phe 


Pro 


Phe 


Leu 


Asp 


Glu 










545 










550 










555 


Asn 


Val 


Val 


Ser 


Phe 


Leu 


Asn 


Ser 


Leu 


Pro 


He 


Trp 


Glu 


Lys 


Ala 










560 










565 










570 


Asn 


Leu 


Thr 


Leu 


Pro 


Arg 


Gly 


He 


Gly 


Glu 


Lys 


Leu 


Leu 


Leu 


Arg 










575 










580 










585 


Leu 


Ala 


Ala 


Val 


Glu 


Leu 


Gly 


Leu 


Thr 


Ala 


Ser 


Ala 


Leu 


Leu 


Pro 










590 










595 










600 


Lys 


Arg 


Ala 


Met 


Gin 


Phe 


Gly 


Ser 


Arg 


He 


Ala 


Lys 


Met 


Glu 


Lys 
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605 

lie Asn Glu Lys Ala Ser Asp Lys 
620 

Ser Leu Glu Asn Leu Ser lie Glu 
635 

<210> 6 
<211> 660 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2579405CD1 

<400> 6 



Met 


Asp 


He 


Leu 


Val 


Ser 


Glu 


Cys 


1 








5 








Glu 


Glu 


Glu 


He 


Lys 

20 


Ser 


Leu 


Thr 


Asn 


Cys 


Gly 


Cys 


Leu 


Gly 


Ala 


Ser 










35 








Glu 


Glu 


Asn 


Leu 


Lys 


Leu 


Lys 


Tyr 










50 








Ser 


Leu 


Gin 


Ala 


Glu 


Arg 


Asn 


Lys 










65 








He 


He 


Ser 


Arg 


Leu 
80 


Gin 


Glu 


Val 


Ala 


Tyr 


Pro 


Asp 


Leu 


Glu 


Asn 


Pro 










95 








Gin 


Gin 


Ala 


Lys 


Phe 


Gly 


Asp 


Tyr 










110 








He 


Ser 


Gin 


Met 


Leu 


Lys 


Thr 


Lys 










125 








Glu 


He 


Ala 


Glu 


Asn 


He 


Thr 


Lys 










140 








He 


Glu 


Lys 


Val 


Glu 


He 


Ala 


Gly 










155 








Leu 


Arg 


Lys 


Asp 


Phe 


Val 


Ser 


Glu 










170 








Asn 


Gly 


Val 


Gin 


Leu 


Pro 


Ala 


Leu 










185 








Val 


Asp 


Phe 


Ser 


Ser 


Pro 


Asn 


He 










200 








His 


Leu 


Arg 


Ser 


Thr 


He 


He 


Gly 










215 








Glu 


Phe 


Ala 


Gly 


Tyr 


Asp 


Val 


Leu 










230 








Trp 


Gly 


Thr 


Gin 


Phe 


Gly 


Met 


Leu 










245 








Phe 


Pro 


Asp 


Tyr 


Leu 


Thr 


Val 


Ser 










260 








Val 


Phe 


Tyr 


Lys 


Glu 


Ser 


Lys 


Lys 










275 








Phe 


Lys 


Lys 


Arg 


Ala 


Tyr 


Gin 


Cys 










290 








Asn 


Pro 


Asp 


He 


Thr 


Lys 


Ala 


Trp 










305 








Arg 


Gin 


Glu 


Leu 


Asn 


Lys 


He 


Tyr 










320 








He 


Glu 


Arg 


Gly 


Glu 


Ser 


Phe 


Tyr 










335 








Val 


Lys 


Glu 


Phe 


Glu 


Asp 


Arg 


Gly 










350 








Arg 


Lys 


He 


Val 


Phe 


Val 


Pro 


Gly 



365 



610 615 
Cys Gly Arg Leu Gin He Met 

625 630 
Lys Glu Thr Lys Leu 

640 



Ser 


Ala 


Arg 


Leu 


Leu 


Gin 


Gin 




10 










15 


Ala 


Glu 


He 


Asp 


Arg 


Leu 


Lys 




25 










30 


Pro 


Asn 


Leu 


Glu 


Gin 


Leu 


Gin 




40 










45 


Arg 


Leu 


Asn 


He 


Leu 


Arg 


Lys 




55 










60 


Pro 


Thr 


Lys 


Asn 


Met 


He 


Asn 




70 










75 


Phe 


Gly 


His 


Ala 


He 


Lys 


Ala 




85 










90 


Pro 


Leu 


Leu 


Val 


Thr 


Pro 


Ser 




100 










105 


Gin 


Cys 


Asn 


Ser 


Ala 


Met 


Gly 




115 










120 


Glu 


Gin 


Lys 


val 


Asn 


Pro 


Arg 




130 










135 


His 


Leu 


Pro 


Asp 


Asn 


Glu 


Cys 




145 










150 


Pro 


Gly 


Phe 


He 


Asn 


val 


His 




160 










165 


Gin 


Leu 


Thr 


Ser 


Leu 


Leu 


Val 




175 










180 


Gly 


Glu 


Asn 


Lys 


Lys 


Val 


He 




190 










195 


Ala 


Lys 


Glu 


Met 


His 


Val 


Gly 




205 










210 


Glu 


Ser 


He 


Ser 


Arg 


Leu 


Phe 




220 










225 


Arg 


Leu 


Asn 


His 


Val 


Gly 


Asp 




235 










240 


He 


Ala 


His 


Leu 


Gin 


Asp 


Lys 




250 










255 


Pro 


Pro 


He 


Gly Asp 


Leu 


Gin 




265 










270 


Arg 


Phe 


Asp 


Thr 


Glu 


Glu 


Glu 




280 










285 


Val 


Val 


Leu 


Leu 


Gin 


Gly 


Lys 




295 










300 


Lys 


Leu 


He 


Cys 


Asp 


Val 


Ser 




310 










315 


Asp 


Ala 


Leu 


Asp 


Val 


Ser 


Leu 




325 










330 


Gin 


Asp 


Arg 


Met 


Asn 


Asp 


He 




340 










345 


Phe 


Val 


Gin 


Val 


Asp 


Asp 


Gly 




355 










360 


Cys 


Ser 


He 


Pro 


Leu 


Thr 


He 




370 










375 
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Val 


Lys 


Ser 


Asp 


Gly 
380 


Gly 


Tyr 


Thr 


Tyr 


Asp 
385 


Thr 


Ser 


Asp 


Leu 


Ala 
390 


Ala 


He 


Lys 


Gin 


Arg 
395 


Leu 


Phe 


Glu 


Glu 


Lys 
400 


Ala 


Asp 


Met 


He 


He 
405 


Tyr 


Val 


Val 


Asp 


Asn 
410 


Gly 


Gin 


Ser 


Val 


His 
415 


Phe 


Gin 


Thr 


He 


Phe 
420 


Ala 


Ala 


Ala 


Gin 


Met 
425 


He 


Gly 


Trp 


Tyr 


Asp 
430 


Pro 


Lys 


Val 


Thr 


Arg 
435 


Val 


Phe 


His 


Ala 


Gly 


Phe 


Gly 


Val 


Val 


Leu 


Gly Glu 


Asp 


Lys 


Lys 










440 










445 










450 


Lys 


Phe 


Lys 


Thr 


Arg 
455 


Ser 


Gly 


Glu 


Thr 


Val 
460 


Arg 


Leu 


Met 


Asp 


Leu 
465 


Leu 


Gly 


Glu 


Gly 


Leu 
470 


Lys 


Arg 


Ser 


Met 


Asp 
475 


Lys 


Leu 


Lys 


Glu 


Lys 
480 


Glu 


Arg 


Asp 


Lys 


Val 
485 


Leu 


Thr 


Ala 


Glu 


Glu 
490 


Leu 


Asn 


Ala 


Ala 


Gin 
495 


Thr 


Ser 


Val 


Ala 


Tyr 
500 


Gly 


Cys 


He 


Lys 


Tyr 
505 


Ala 


Asp 


Leu 


Ser 


His 
510 


Asn 


Arg 


Leu 


Asn 


Asp 
515 


Tyr 


He 


Phe 


Ser 


Phe 
520 


Asp 


Lys 


Met 


Leu 


Asp 

525 


Asp 


Arg 


Gly 


Asn 


Thr 
530 


Ala 


Ala 


Tyr 


Leu 


Leu 
535 


Tyr 


Ala 


Phe 


Thr 


Arg 
540 


He 


Arg 


Ser 


He 


Ala 
545 


Arg 


Leu 


Ala 


Asn 


He 

550 


Asp 


Glu 


Glu 


Met 


Leu 

555 


Gin 


Lys 


Ala 


Ala 


Arg 
560 


Glu 


Thr 


Lys 


He 


Leu 
565 


Leu 


Asp 


His 


Glu 


Lys 
570 


Glu 


Trp 


Lys 


Leu 


Gly 
575 


Arg 


Cys 


He 


Leu 


Arg 
580 


Phe 


Pro 


Glu 


He 


Leu 
585 


Gin 


Lys 


He 


Leu 


Asp 
590 


Asp 


Leu 


Phe 


Leu 


His 
595 


Thr 


Leu 


Cys 


Asp 


Tyr 
600 


He 


Tyr 


Glu 


Leu 


Ala 
605 


Thr 


Ala 


Phe 


Thr 


Glu 
610 


Phe 


Tyr 


Asp 


Ser 


Cys 
615 


Tyr 


Cys 


Val 


Glu 


Lys 
620 


Asp 


Arg 


Gin 


Thr 


Gly 
625 


Lys 


He 


Leu 


Lys 


Val 
630 


Asn 


Met 


Trp 


Arg 


Met 
635 


Leu 


Leu 


Cys 


Glu 


Ala 
640 


Val 


Ala 


Ala 


Val 


Met 
645 


Ala 


Lys 


Gly 


Phe 


Asp 

650 


He 


Leu 


Gly 


He 


Lys 
655 


Pro 


Val 


Gin 


Arg 


Met 

660 



<210> 7 
<211> 725 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2662427CD1 

<400> 7 



Met 


Ala 


Ala 


Ala 


Ser 


Ala 


Val 


Ser 


Val 


Leu 


Leu 


Val 


Ala 


Ala 


Glu 


1 








5 










10 










15 


Arg 


Asn 


Arg 


Trp 


His 
20 


Arg 


Leu 


Pro 


Ser 


Leu 

25 


Leu 


Leu 


Pro 


Pro 


Arg 
30 


Thr 


Trp 


Val 


Trp 


Arg 

35 


Gin 


Arg 


Thr 


Met 


Lys 
40 


Tyr 


Thr 


Thr 


Ala 


Thr 
45 


Gly 


Arg 


Asn 


He 


Thr 
50 


Lys 


Val 


Leu 


He 


Ala 

55 


Asn 


Arg 


Gly 


Glu 


He 
60 


Ala 


Cys 


Arg 


Val 


Met 

65 


Arg 


Thr 


Ala 


Lys 


Lys 
70 


Leu 


Gly 


Val 


Gin 


Thr 
75 


val 


Ala 


Val 


Tyr 


Ser 

80 


Glu 


Ala 


Asp 


Arg 


Asn 

85 


Ser 


Met 


His 


Val 


Asp 

90 


Met 


Ala 


Asp 


Glu 


Ala 

95 


Tyr 


Ser 


He 


Gly 


Pro 
100 


Ala 


Pro 


Ser 


Gin 


Gin 
105 


Ser 


Tyr 


Leu 


Ser 


Met 

110 


Glu 


Lys 


He 


He 


Gin 
115 


Val 


Ala 


Lys 


Thr 


Ser 

120 
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A j. a 


Ala 


Gin 


Ala 


lie 
125 


His 


Pro 


Gly 


Cys 


Arg 
130 


Phe 


Leu 


Ser 


Glu 


Asn 
135 


Met 


Glu 


Phe 


Ala 


Glu 
14 0 


Leu 


Cys 


Lys 


Gin 


Glu 
145 


Gly 


He 


He 


Phe 


He 
150 


Gly 


Pro 


Pro 


Pro 


Ser 
155 


Ala 


He 


Arg 


Asp 


Met 

160 


Gly 


He 


Lys 


Ser 


Thr 

165 


Ser 


Lys 


Ser 


He 


Met 
170 


Ala 


Ala 


Ala 


Gly 


Val 
175 


Pro 


Val 


Val 


Glu 


Gly 
180 


Tyr 


His 


Gly 


Glu 


Asp 
185 


Gin 


Ser 


Asp 


Gin 


Cys 
190 


Leu 


Lys 


Glu 


His 


Ala 
195 


Arg 


Arg 


He 


Gly 


Tyr 


Pro 


Val 


Met 


He 


Lys 


Ala 


Val 


Arg 


Gly Gly 










200 










205 










210 


Gly Gly 


Lys 


Gly 


Met 


Arg 


He 


Val 


Arg 


Ser 


Glu 


Gin 


Glu 


Phe 


Gin 










215 










220 










225 


Glu 


Gin 


Leu 


Glu 


Ser 
230 


Ala 


Arg 


Arg 


Glu 


Ala 
235 


Lys 


Lys 


Ser 


Phe 


Asn 
240 


Asp 


Asp 


Ala 


Met 


Leu 
245 


He 


Glu 


Lys 


Phe 


Val 
250 


Asp 


Thr 


Pro 


Arg 


His 
255 


Val 


Glu 


Val 


Gin 


Val 
260 


Phe 


Gly 


Asp 


His 


His 
265 


Gly 


Asn 


Ala 


Val 


Tyr 

270 


Leu 


Phe 


Glu 


Arg 


Asp 
275 


Cys 


Ser 


Val 


Gin 


Arg 
280 


Arg 


His 


Gin 


Lys 


He 
285 


lie 


Glu 


Glu 


Ala 


Pro 

290 


Ala 


Pro 


Gly 


lie 


Lys 
295 


Ser 


Glu 


Val 


Arg 


Lys 
300 


Lys 


Leu 


Gly 


Glu 


Ala 
305 


Ala 


Val 


Arg 


Ala 


Ala 

310 


Lys 


Ala 


Val 


Asn 


Tyr 
315 


Val 


Gly 


Ala 


Gly 


Thr 
320 


Val 


Glu 


Phe 


He 


Met 

325 


Asp 


Ser 


Lys 


His 


Asn 

330 


Phe 


Cys 


Phe 


Met 


Glu 
335 


Met 


Asn 


Thr 


Arg 


Leu 
340 


Gin 


Val 


Glu 


His 


Pro 
345 


Val 


Thr 


Glu 


Met 


He 
350 


Thr 


Gly 


Thr 


Asp 


Leu 
355 


Val 


Glu 


Trp 


Gin 


Leu 
360 


Arg 


He 


Ala 


Ala 


Gly 
365 


Glu 


Lys 


He 


Pro 


Leu 

370 


Ser 


Gin 


Glu 


Glu 


He 

375 


Thr 


Leu 


Gin 


Gly 


His 
380 


Ala 


Phe 


Glu 


Ala 


Arg 
385 


He 


Tyr 


Ala 


Glu 


Asp 
390 


Pro 


Ser 


Asn 


Asn 


Phe 

395 


Met 


Pro 


Val 


Ala 


Gly 
400 


Pro 


Leu 


Val 


His 


Leu 
405 


Ser 


Thr 


Pro 


Arg 


Ala 
410 


Asp 


Pro 


Ser 


Thr 


Arg 
415 


He 


Glu 


Thr 


Gly 


Val 
420 


Arg 


Gin 


Gly 


Asp 


Glu 
425 


Val 


Ser 


Val 


His 


Tyr 
430 


Asp 


Pro 


Met 


He 


Ala 
435 


Lys 


Leu 


Val 


Val 


Trp 
440 


Ala 


Ala 


Asp 


Arg 


Gin 
445 


Ala 


Ala 


Leu 


Thr 


Lys 
450 


Leu 


Arg 


Tyr 


Ser 


Leu 
455 


Arg 


Gin 


Tyr 


Asn 


He 
460 


Val 


Gly 


Leu 


Pro 


Thr 
465 


Asn 


He 


Asp 


Phe 


Leu 
470 


Leu 


Asn 


Leu 


Ser 


Gly 
475 


His 


Pro 


Glu 


Phe 


Glu 
480 


Ala 


Gly 


Asn 


Val 


His 
485 


Thr 


Asp 


Phe 


He 


Pro 
490 


Gin 


His 


His 


Lys 


Gin 
495 


Leu 


Leu 


Leu 


Ser 


Arg 

500 


Lys 


Ala 


Ala 


Ala 


Lys 

505 


Glu 


Ser 


Leu 


Cys 


Gin 
510 


Ala 


Ala 


Leu 


Gly 


Leu 
515 


He 


Leu 


Lys 


Glu 


Lys 
520 


Ala 


Met 


Thr 


Asp 


Thr 

525 


Phe 


Thr 


Leu 


Gin 


Ala 

530 


His 


Asp 


Gin 


Phe 


Ser 
535 


Pro 


Phe 


Ser 


Ser 


Ser 
540 


Ser 


Gly 


Arg 


Arg 


Leu 
545 


Asn 


He 


Ser 


Tyr 


Thr 

5 50 


Arg 


Asn 


Met 


Thr 


Leu 
555 


Lys 


Asp 


Gly 


Lys 


Asn 
560 


Asn 


Val 


Ala 


lie 


Ala 

565 


Val 


Thr 


Tyr 


Asn 


His 
570 


Asp 


Gly 


Ser 


Tyr 


Ser 
575 


Met 


Gin 


He 


Glu 


Asp 
580 


Lys 


Thr 


Phe 


Gin 


Val 
585 


Leu 


Gly 


Asn 


Leu 


Tyr 
590 


Ser 


Glu 


Gly 


Asp 


Cys 
595 


Thr 


Tyr 


Leu 


Lys 


Cys 
600 


Ser 


Val 


Asn 


Gly Val 


Ala 


Ser 


Lys 


Ala 


Lys 


Leu 


He 


He 


Leu 


Glu 
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605 

Asn Thr He Tyr Leu 
620 

He Pro Val Pro Lys 
635 

Gin Gly Gly Pro Leu 
650 

Phe Val Lys Ala Gly 
665 

Val Met He Ala Met 
680 

Asp Gly Thr Val Lys 
695 

Asn Arg His Thr Pro 

710 

Lys Arg Glu Ser Glu 
725 

<210> 8 

<211> 644 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 8 



Met 


Ala 


Val 


Tyr 


Val 


1 








5 


Gly 


Ser 


Ser 


Gly 


Val 
20 


Trp 


Gin 


Glu 


Ala 


Arg 
35 


Glu 


Val 


Asp 


Arg 


Met 

50 


Val 


Gin 


Gly 


Cys 


Thr 
65 


Gin 


Cys 


Leu 


Glu 


Thr 
80 


Leu 


Val 


Val 


Leu 


His 
95 


Lys 


Glu 


Glu 


val 


Asp 
110 


Leu 


Cys 


Lys 


Gly 


Asp 
125 


Ala 


Trp 


Val 


Leu 


Met 
140 


Leu 


Val 


Ser 


Val 


Asn 
155 


Val 


Leu 


Lys 


Lys 


Val 
170 


Phe 


Lys 


Thr 


Gin 


Gin 
185 


Glu 


Val 


Glu 


Asn 


Ala 

200 


Pro 


Asp 


Leu 


Thr 


Thr 
215 


Thr 


Leu 


Leu 


Leu 


Asp 

230 


His 


Leu 


Asp 


Gin 


Leu 

245 


Asp 


Pro 


He 


Asn 


He 
260 


Lys 


Gly 


Ala 


Thr 


Leu 
275 











610 


Phe 


Ser 


Lys 


Glu 


Gly 
625 


Tyr 


Leu 


Ser 


Ser 


Val 
640 


Ala 


Pro 


Met 


Thr 


Gly 
655 


Asp 


Lys 


Val 


Lys 


Ala 
670 


Lys 


Met 


Glu 


His 


Thr 
685 


Lys 


Val 


Phe 


Tyr 


Arg 
700 


Leu 


Val 


Glu 


Phe 


Glu 
715 



2844928CD1 



Gly 


Met 


Leu 


Arg 


Leu 

10 


Leu 


Gly 


Ala 


Arg 


Ala 

25 


Leu 


Gin 


Gly 


Val 


Arg 
40 


Val 


Ser 


Thr 


Pro 


He 
55 


Lys 


Lys 


His 


Leu 


Asn 
70 


Thr 


Ala 


Gin 


Arg 


Val 

85 


Glu 


Asp 


Val 


Arg 


Leu 
100 


Lys 


Ala 


Ala 


Ser 


Gly 
115 


Arg 


Leu 


Gly 


Met 


Trp 

130 


Gin 


Leu 


Ala 


Thr 


Ala 
145 


Pro 


Ala 


Tyr 


Gin 


Ala 
160 


Gly 


Cys 


Lys 


Ala 


Leu 
175 


Tyr 


Tyr 


Asn 


Val 


Leu 
190 


Gin 


Pro 


Gly 


Ala 


Leu 
205 


Val 


He 


Ser 


Val 


Asp 

220 


Glu 


Val 


Val 


Ala 


Ala 

235 


Gin 


Tyr 


Asn 


Gin 


Gin 
250 


Gin 


Phe 


Thr 


Ser 


Gly 

265 


Ser 


His 


Tyr 


Asn 


He 

280 











615 


Ser 


He 


Glu 


He 


Asp 










630 


Ser 


Ser 


Gin 


Glu 


Thr 










645 


Thr 


He 


Glu 


Lys 


Val 










660 


Gly 


Asp 


Ser 


Leu 


Met 










675 


He 


Lys 


Ser 


Pro 


Lys 










690 


Glu 


Gly Ala 


Gin 


Ala 










705 


Glu 


Glu 


Glu 


Ser 


Asp 










720 



Gly 


Arg 


Leu 


Cys 


Ala 

15 


Ala 


Leu 


Ser 


Arg 


Ser 
30 


Phe 


Leu 


Ser 


Ser 


Arg 
45 


Gly 


Gly 


Leu 


Ser 


Tyr 
60 


Ser 


Lys 


Thr 


Val 


Gly 
75 


Pro 


Glu 


Arg 


Glu 


Ala 
90 


Thr 


Phe 


Ala 


Gin 


Leu 
105 


Leu 


Leu 


Ser 


He 


Gly 

120 


Gly 


Pro 


Asn 


Ser 


Tyr 
135 


Gin 


Ala 


Gly 


He 


He 
150 


Met 


Glu 


Leu 


Glu 


Tyr 
165 


Val 


Phe 


Pro 


Lys 


Gin 
180 


Lys 


Gin 


He 


Cys 


Pro 
195 


Lys 


Ser 


Gin 


Arg 


Leu 
210 


Ala 


Pro 


Leu 


Pro 


Gly 
225 


Gly 


Ser 


Thr 


Arg 


Gin 
240 


Phe 


Leu 


Ser 


Cys 


His 
255 


Thr 


Thr 


Gly 


Ser 


Pro 
270 


Val 


Asn 


Asn 


Ser 


Asn 

285 
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He 


Leu 


Gly 


Glu 


Arg 

290 


Leu 


Arg 


Met: 


He 


Leu 
305 


Val 


Ala 


Gly 


Thr 


Met 

320 


Leu 


Ala 


Ser 


Pro 


He 
335 


Ser 


Arg 


Glu 


Arg 


Gly 
350 


val 


Asp 


He 


Leu 


Asn 
365 


Thr 


Met 


Cys 


Gly 


Gly 
380 


Leu 


He 


Arg 


Ala 


He 

395 


Val 


Ala 


Tyr 


Gly 


Thr 
410 


Phe 


Pro 


Glu 


Asp 


Thr 
425 


He 


Met 


Pro 


His 


Thr 
440 


Thr 


Leu 


Ala 


Lys 


Leu 

455 


Tyr 


Cys 


Val 


Met 


Leu 
470 


Glu 


Ala 


Val 


Asp 


Gin 
485 


Thr 


Met 


Asn 


Glu 


Gin 
500 


Asp 


Met 


He 


He 


Arg 
515 


Glu 


Asp 


Phe 


Phe 


His 
530 


Arg 


His 


Leu 


Ala 


Gin 
545 


Asn 


Thr 


Val 


Met 


Ser 

560 


Gly Val 


Lys 


Asp 


Asp 










575 


Arg 


Leu 


Lys 


Asp 


Gly 

590 


Phe 


Cys 


Lys 


Gly 


Lys 

605 


Val 


Phe 


Val 


Thr 


Asn 

620 


Lys 


Phe 


Lys 


Leu 


Arg 

635 



<210> 9 
<211> 504 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<22 3> Incyte ID No: 

<400> 9 

Met Phe Pro Arg Glu 
1 5 
Gly Phe Leu Gly Val 

20 

Glu His Ala Pro Phe 
35 

Ala Ser Ala Gly Ala 



Leu 


Lys 


Leu 


His 


Glu 
295 


Pro 


Asn 


Pro 


Leu 


Tyr 

310 


Met 


Cys 


Leu 


Met 


Tyr 
325 


Phe 


Asn 


Gly 


Lys 


Lys 
340 


Thr 


Phe 


Leu 


Tyr 


Gly 
355 


Gin 


Pro 


Asp 


Phe 


Ser 
370 


Val 


He 


Ala 


Gly 


Ser 
385 


He 


Asn 


Lys 


He 


Asn 
400 


Thr 


Glu 


Asn 


Ser 


Pro 
415 


Val 


Glu 


Gin 


Lys 


Ala 

430 


Glu 


Ala 


Arg 


He 


Met 
445 


Asn 


Thr 


Pro 


Gly 


Glu 
460 


Gly 


Tyr 


Trp 


Gly 


Glu 
475 


Asp 


Lys 


Trp 


Tyr 


Trp 
490 


Gly 


Phe 


Cys 


Lys 


He 
505 


Gly 


Gly 


Glu 


Asn 


He 
520 


Thr 


His 


Pro 


Lys 


Val 
535 


Val 


Ser 


Pro 


Gin 


Lys 
550 


Asp 


He 


Phe 


Leu 


Trp 
565 


Arg 


Met 


Gly 


Glu 


Glu 
580 


Glu 


Glu 


Thr 


Thr 


Val 
595 


He 


Ser 


His 


Phe 


Lys 
610 


Tyr 


Pro 


Leu 


Thr 


He 
625 


Glu 


Gin 


Met 


Glu 


Arg 
640 



3231586CD1 



Lys 


Thr 


Trp 


Asn 


He 










10 


Tyr 


Tyr 


Val 


Gly 


Val 










25 


Leu 


Val 


Ala 


Asn 


Ala 










40 


Leu 


Thr 


Ala 


Thr 


Ala 



Lys 


Thr 


Pro 


Glu 


Gin 

300 


His 


Cys 


Leu 


Gly 


Ser 
315 


Gly 


Ala 


Thr 


Leu 


He 

330 


Ala 


Leu 


Glu 


Ala 


He 
345 


Thr 


Pro 


Thr 


Met 


Phe 
360 


Ser 


Tyr 


ASp 


lie 


Ser 
375 


Pro 


Ala 


Pro 


Pro 


Glu 
390 


Met 


Lys 


Asp 


Leu 


Val 
405 


Val 


Thr 


Phe 


Ala 


His 
420 


Glu 


Ser 


Val 


Gly 


Arg 
435 


Asn 


Met 


Glu 


Ala 


Gly 
450 


Leu 


Cys 


He 


Arg 


Gly 
465 


Pro 


Gin 


Lys 


Thr 


Glu 
480 


Thr 


Gly 


Asp 


Val 


Ala 
495 


Val 


Gly 


Arg 


Ser 


Lys 
510 


Tyr 


Pro 


Ala 


Glu 


Leu 
525 


Gin 


Glu 


Val 


Gin 


Val 
540 


Gin 


Glu 


Thr 


His 


Met 

555 


Pro 


Trp 


Asn 


Val 


Val 

570 


He 


Cys 


Ala 


Cys 


lie 
585 


Glu 


Glu 


He 


Lys 


Ala 

600 


He 


Pro 


Lys 


Tyr 


He 
615 


Ser 


Gly 


Lys 


He 


Gin 
630 


His 


Leu 


Asn 


Leu 





Ser 


Phe 


Ala 


Gly 


Cys 










15 


Ala 


Ser 


Cys 


Leu 


Arg 










30 


Thr 


His 


lie 


Tyr 


Gly 










45 


Leu 


Val 


Thr 


Gly 


Val 
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50 

Cys Leu Gly Glu Ala Gly Ala 
65 

Ala Arg Lys Arg Phe Leu Gly 
80 

Val Lys lie lie Arg Ser Phe 
95 

Ser His Glu His Ala Ser Gly 
110 

Val Ser Asp Gly Glu Asn Val 
125 

Asp Glu Leu lie Gin Ala Asn 
140 

Tyr Cys Gly Leu lie Pro Pro 
155 

Asp Gly Gly lie Ser Asp Asn 
170 

Thr lie Thr Val Ser Pro Phe 
185 

Gin Asp Ser Ser Thr Asn lie 
200 

Ser lie Gin Phe Asn Leu Arg 
215 

Leu Phe Pro Pro Glu Pro Leu 
230 

Gly Tyr Arg Asp Gly Leu Arg 
245 

Asn Arg Pro Asn Pro Leu Leu 
260 

Gly Pro Glu Asp Lys Asp Gin 
275 

Asp Tyr Ser Gin Leu Pro Gly 
290 

Pro Ala Arg Leu Asn Glu Ala 

305 

Thr Asp Leu Leu Thr Thr Leu 
320 

Ala Thr Ala Met Met Val Pro 

335 

Leu Ser Phe Thr lie Arg Leu 
350 

Glu Asp lie Arg Trp Met Lys 
365 

Tyr Leu Val Met Arg Ala Lys 
380 

Ser Arg Leu Pro Glu Gin Val 
395 

Pro Ser Val Pro Leu Ser Cys 
410 

Gly Trp Met Arg Asn Asn Leu 
425 

Trp Glu Glu Cys Gin Arg Gin 
440 

Asn Val Ala Phe Pro Pro Glu 
455 

Asp Pro Ala Pro Ala Pro Ala 
470 

Leu Ala Gly Pro Ala Pro Leu 
485 

Arg Pro Val He Gly Ala Leu 

500 

<210> 10 
<211> 489 
<212> PRT 

<213> Homo sapiens 







55 










60 


Lys 


Phe 


He 
70 


Glu 


Val 


Ser 


Lys 


Glu 
75 


Pro 


Leu 


His 
85 


Pro 


Ser 


Phe 


Asn 


Leu 
90 


Leu 


Leu 


Lys 
100 


Val 


Leu 


Pro 


Ala 


Asp 
105 


Arg 


Leu 


Gly 
115 


He 


Ser 


Leu 


Thr 


Arg 

120 


He 


He 


Ser 
130 


His 


Phe 


Asn 


Ser 


Lys 
135 


Val 


Cys 


Ser 
145 


Gly 


Phe 


He 


Pro 


Val 
150 


Ser 


Leu 


Gin 


Gly Val 


Arg 


Tyr 


Val 






160 










165 


Leu 


Pro 


Leu 

175 


Tyr 


Glu 


Leu 


Lys 


Asn 
180 


Ser 


Gly 


Glu 
190 


Ser 


Asp 


He 


Cys 


Pro 
195 


His 


Glu 


Leu 

205 


Arg 


Val 


Thr 


Asn 


Thr 
210 


Asn 


Leu 


Tyr 

220 


Arg 


Leu 


Ser 


Lys 


Ala 
225 


Val 


Leu 


Arg 

235 


Glu 


Met 


Cys 


Lys 


Gin 
240 


Phe 


Leu 


Gin 


Arg 


Asn 


Gly Leu 


Leu 






250 










255 


Ala 


Leu 


Pro 

265 


Pro 


Ala 


Arg 


Pro 


His 
270 


Ala 


Val 


Glu 
280 


Ser 


Ala 


Gin 


Ala 


Glu 
285 


Glu 


Asp 


His 
295 


He 


Leu 


Glu 


His 


Leu 
300 


Leu 


Leu 


Glu 
310 


Ala 


Cys 


Val 


Glu 


Pro 
315 


Ser 


Asn 


Met 

325 


Leu 


Pro 


Val 


Arg 


Leu 
330 


Tyr 


Thr 


Leu 
340 


Pro 


Leu 


Glu 


Ser 


Ala 
345 


Leu 


Glu 


Trp 


Leu 


Pro 


Asp Val 


Pro 






355 










360 


Glu 


Gin 


Thr 

370 


Gly 


Ser 


He 


Cys 


Gin 
375 


Arg 


Lys 


Leu 


Gly Arg 


His 


Leu 


Pro 






385 










390 


Glu 


Leu 


Arg 
400 


Arg 


Val 


Gin 


Ser 


Leu 
405 


Ala 


Ala 


Tyr 
415 


Arg 


Glu 


Ala 


Leu 


Pro 
420 


Ser 


Leu 


Gly 
430 


Asp 


Ala 


Leu 


Ala 


Lys 
435 


Leu 


Leu 


Leu 
445 


Gly 


Leu 


Phe 


Cys 


Thr 

450 


Ala 


Leu 


Arg 
460 


Met 


Arg 


Ala 


Pro 


Ala 
465 


Asp 


Pro 


Ala 
475 


Ser 


Pro 


Gin 


His 


Gin 
480 


Leu 


Ser 


Thr 
490 


Pro 


Ala 


Pro 


Glu 


Ala 
495 


Gly 


Leu 
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<220> 

<221> misc_f eature 
<22 3> Incyte ID No: 

<400> 10 



Met 


Lys 


Tyr 


He 


Leu 


1 








5 


Lys 


Gly 


He 


He 


Ala 

20 


Gly 


Leu 


Arg 


Val 


Thr 

35 


Asp 


Ala 


Gly 


Thr 


Phe 

50 


Leu 


Asn 


Asp 


Gly 


Gly 
65 


Arg 


Phe 


Leu 


Asp 


He 
80 


Gly 


Lys 


He 


Tyr 


Gin 
95 


Tyr 


Leu 


Gly 


Lys 


Thr 
110 


Val 


Gin 


Glu 


Trp 


Val 
125 


Asn 


Lys 


Glu 


Glu 


Pro 
140 


He 


Gly 


Asp 


He 


Glu 
155 


Phe 


Gin 


Phe 


Lys 


Ala 
170 


Ser 


Leu 


Val 


Pro 


Gin 
185 


Pro 


Thr 


Gin 


Asn 


Ser 
200 


Pro 


Asp 


Leu 


He 


Val 
215 


Val 


Lys 


Glu 


Lys 


He 
230 


Val 


He 


Cys 


He 


His 
245 


Leu 


Leu 


Glu 


Glu 


Gin 
260 


His 


Leu 


Pro 


He 


Gly 
275 


Arg 


Asn 


Men 


Ala 


Asp 

290 


He 


Ala 


Leu 


Val 


Gly 
305 


Ser 


Val 


Phe 


Lys 


Ala 
320 


Lys 


Leu 


Asn 


Leu 


Met 
335 


Asn 


Leu 


Gly 


Gly 


Thr 

350 


Lys 


Thr 


Glu 


Asn 


Ser 
365 


Phe 


He 


Glu 


Glu 


Arg 
380 


Leu 


He 


Lys 


Gin 


Phe 
395 


Asp 


Val 


Asp 


Gly 


Asp 
410 


Pro 


Tyr 


Phe 


Val 


Gly 
425 


Pro 


Met 


Lys 


Pro 


Ser 
440 



3580770CD1 



Val 


Thr 


Gly 


Gly 


Val 
10 


Ser 


Ser 


He 


Gly 


Thr 
25 


Ala 


He 


Lys 


He 


Asp 
40 


Ser 


Pro 


Tyr 


Glu 


His 
55 


Glu 


Val 


Asp 


Leu 


Asp 
70 


Asn 


Leu 


Tyr 


Lys 


Asp 
85 


His 


Val 


He 


Asn 


Lys 
100 


Val 


Gin 


Val 


Val 


Pro 
115 


Met 


Asn 


Gin 


Ala 


Lys 
130 


Gin 


He 


Cys 


Val 


He 
145 


Gly 


Men 


Pro 


Phe 


Val 
160 


Lys 


Arg 


Glu 


Asn 


Phe 
175 


Leu 


Ser 


Ala 


Thr 


Gly 
190 


Val 


Arg 


Ala 


Leu 


Arg 
205 


Cys 


Arg 


Ser 


Ser 


Thr 
220 


Ser 


Met 


Phe 


Cys 


His 
235 


Asp 


Val 


Ser 


Ser 


Thr 

250 


Ser 


He 


val 


Lys 


Tyr 
265 


Asp 


Ser 


Ala 


Ser 


Asn 

280 


Arg 


Tyr 


Glu 


Arg 


Leu 
295 


Lys 


Tyr 


Thr 


Lys 


Leu 
310 


Leu 


Glu 


His 


Ser 


Ala 
325 


Val 


He 


Asp 


Met 


Pro 
340 


Met 


Arg 


Leu 


Gly 


He 
355 


He 


Leu 


Arg 


Lys 


Leu 
370 


His 


Arg 


His 


Arg 


Phe 

385 


Glu 


Gin 


Asn 


Asp 


Leu 
400 


Arg 


Met 


Glu 


He 


He 
415 


Val 


Gin 


Phe 


His 


Pro 
430 


Pro 


Pro 


Tyr 


Leu 


Gly 
445 



He 


Ser 


Gly 


He 


Gly 
15 


He 


Leu 


Lys 


Ser 


Cys 
30 


Pro 


Tyr 


He 


Asn 


He 
45 


Gly 


Glu 


Val 


Phe 


Val 
60 


Leu 


Gly 


Asp 


Tyr 


Glu 
75 


Thr 


He 


Val 


Thr 


Thr 
90 


Glu 


Arg 


Arg 


Gly 


Asp 

105 


His 


He 


Thr 


Asp 


Ala 

120 


Val 


Pro 


Val 


Asp 


Gly 
135 


Glu 


Leu 


Gly 


Gly 


Thr 
150 


Glu 


Ala 


Phe 


Arg 


Gin 
165 


Cys 


Asn 


lie 


His 


Val 
180 


Glu 


Gin 


Lys 


Thr 


Lys 
195 


Gly 


Leu 


Gly 


Leu 


Ser 
210 


Pro 


He 


Glu 


Met 


Ala 
225 


Val 


Asn 


Pro 


Glu 


Gin 
240 


Tyr 


Arg 


Val 


Pro 


Val 
255 


Phe 


Lys 


Glu 


Arg 


Leu 
270 


Leu 


Leu 


Phe 


Lys 


Trp 

285 


Gin 


Lys 


He 


Cys 


Ser 
300 


Arg 


Asp 


Cys 


Tyr 


Ala 
315 


Leu 


Ala 


He 


Asn 


His 
330 


Glu 


His 


Asn 


Pro 


Gly 
345 


Arg 


Arg 


Thr 


Val 


Phe 
360 


Tyr 


Gly 


Asp 


Val 


Pro 

375 


Glu 


Val 


Asn 


Pro 


Asn 

390 


Ser 


Phe 


Val 


Gly 


Gin 
405 


Glu 


Leu 


Ala 


Asn 


His 
420 


Glu 


Phe 


Ser 


Ser 


Arg 
435 


Leu 


Leu 


Leu 


Ala 


Ala 
450 
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Thr Gly Asn Leu Asn Ala Tyr Leu Gin Gin Gly Cys Lys Leu Ser 
455 460 465 

Ser Ser Asp Arg Tyr Ser Asp Ala Ser Asp Asp Ser Phe Ser Glu 
470 475 480 

Pro Arg lie Ala Glu Leu Glu lie Ser 
485 

<210> 11 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3778612CD1 

<400> 11 



Met 


Glu 


Arg 


Gin 


Lys 


Arg 


Lys 


Ala 


Asp 


He 


Glu 


Lys 


Gly 


Leu 


Gin 


1 








5 










10 










15 


Phe 


He 


Gin 


Ser 


Thr 

20 


Leu 


Pro 


Leu 


Lys 


Gin 

25 


Glu 


Glu 


Tyr 


Glu 


Ala 

30 


Phe 


Leu 


Leu 


Lys 


Leu 

35 


Val 


Gin 


Asn 


Leu 


Phe 
40 


Ala 


Glu 


Gly 


Asn 


Asp 
45 


Leu 


Phe 


Arg 


Glu 


Lys 

50 


Asp 


Tyr 


Lys 


Gin 


Ala 

55 


Leu 


Val 


Gin 


Tyr 


Met 

60 


Glu 


Gly 


Leu 


Asn 


Val 
65 


Ala 


Asp 


Tyr 


Ala 


Ala 

70 


Ser 


Asp 


Gin 


Val 


Ala 
75 


Leu 


Pro 


Arg 


Glu 


Leu 
80 


Leu 


Cys 


Lys 


Leu 


His 
85 


Val 


Asn 


Arg 


Ala 


Ala 
90 


Cys 


Tyr 


Phe 


Thr 


Met 

95 


Gly 


Leu 


Tyr 


Glu 


Lys 
100 


Ala 


Leu 


Glu 


Asp 


Ser 
105 


Glu 


Lys 


Ala 


Leu 


Gly 
110 


Pro 


Asp 


Ser 


Glu 


Ser 
115 


He 


Arg 


Ala 


Leu 


Phe 
120 


Arg 


Lys 


Ala 


Arg 


Ala 

125 


Leu 


Asn 


Glu 


Leu 


Gly 
130 


Arg 


His 


Lys 


Glu 


Ala 
135 


Tyr 


Glu 


Cys 


Ser 


Ser 
140 


Arg 


Cys 


Ser 


Leu 


Ala 
145 


Leu 


Pro 


His 


Asp 


Glu 
150 


Ser 


Val 


Thr 


Gin 


Leu 
155 


Gly 


Gin 


Gly 


Pro 


Leu 
160 


Gly 


Ser 


Gly 


Ala 


Ser 
165 


Trp 


Pro 


Gly 


Gin 


Ser 
170 


Trp 


Ser 


Pro 


His 


Arg 
175 


Val 


Arg 


Lys 


Arg 


Glu 
180 


Trp 


Glu 


Ala 


Glu 


Cys 
185 


Asp 


Gly 


Glu 


Glu 


Gly 
190 


Gin 


Glu 


Asp 


Pro 


Phe 
195 


Asn 


Asp 


Glu 


Gly 


Asn 

200 


Tyr 


Phe 


Ser 


Cys 


Glu 
205 


Pro 


Ser 


Arg 


Ala 


Pro 

210 


Gly 


Trp 


Glu 


Ala 


Gin 
215 


Arg 


Thr 


Glu 


Ser 


Gly 
220 


Thr 


Cys 


Val 


Pro 


Pro 
225 


Gly 


Arg 


Gin 


Gly 


Gin 
230 


Asp 


Gly 


Met 


Ala 


Ser 
235 


Met 


Gly 


Ala 


Gly 


Trp 
240 


Val 


Gly 


Arg 


Asp 


Ala 
245 


Ala 


Phe 


Leu 


Ser 


Trp 

250 


Ala 


Val 


He 


Asn 


Leu 
255 



Met Val Leu 

<210> 12 
<211> 555 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 4574912CD1 

<220> 

<221> unsure 
<222> 63-65 

<223> unknown or other 
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<400> 12 



Met: 


Glu 


Gly 


Ala 


Val 


Leu 


Glu 


Ala 


Gly 


Gly 


Ala 


Arg 


Cys 


Phe 


Cys 


i 








5 










10 










15 


Arg 


Phe 


Gly 


Cys 


Glu 


Leu 


Ser 


Lys 


Tyr 


Glu 


Asn 


Pro 


Gly 


Tyr 


Ser 










2 0 










2 5 










30 


Ser 


Pro 


Arg 


Ser 


Asp 


Tyr 


Phe 


Lys 


Asn 


Tyr 


Met 


He 


He 


He 


Thr 










3 5 










40 










45 


Gin 


Asn 


Arg 


Met 


Ser 


pne 


Leu 


Ala 


Asn 


Met 


Phe 


His 


Thr 


Met 


Asp 










D 0 










55 










60 


Cys 


Val 


Xaa 


Xaa 


Xaa 


Arg 


Tyr 


Ser 


Cys 


Gly 


Pro 


Thr 


Val 


Tyr 


Asp 










65 










70 










75 


His 


Ala 


His 


Leu 


Gly 


HIS 


Ala 


Cys 


Ser 


Tyr 


Val 


Arg 


Phe 


Asp 


He 










80 










85 










90 


He 


Arg 


Arg 


He 


Leu 


Thr 


Lys 


Val 


Phe 


Gly 


Cys 


Ser 


He 


Val 


Met 










95 










100 










105 


Val 


Met 


Gly 


He 


Thr 


Asp 


Val 


Asp 


Asp 


Lys 


lie 


He 


Lys 


Arg 


Ala 










110 










115 










120 


Asn 


Glu 


Met 


Asn 


He 


Ser 


Pro 


Ala 


Ser 


Leu 


Ala 


Ser 


Leu 


Tyr 


Glu 










125 










130 










135 


Glu 


Asp 


Phe 


Lys 


Gin 


Asp 


Met 


Ala 


Ala 


Leu 


Lys 


Val 


Leu 


Pro 


Pro 










140 










145 










150 


Thr 


Val 


Tyr 


Leu 


Arg 


Val 


Thr 


Glu 


Asn 


He 


Pro 


Gin 


He 


He 


Ser 










155 










160 










165 


Phe 


He 


Glu 


Gly 


He 


He 


Ala 


Arg 


Gly 


Asn 


Ala 


Tyr 


Ser 


Thr 


Ala 










170 










175 










180 


Lys 


Gly Asn 


Val 


Tyr 


Phe 


Asp 


Leu 


Lys 


Ser 


Arg 


Gly 


Asp 


Lys 


Tyr 










185 










190 










195 


Gly 


Lys 


Leu 


Val 


Gly 


Val 


Val 


Pro 


Gly 


Pro 


Val 


Gly 


Glu 


Pro 


Ala 










200 










205 










210 


Asp 


Ser 


Asp 


Lys 


Arg 


His 


Ala 


Ser 


Asp 


Phe 


Ala 


Leu 


Trp 


Lys 


Ala 










215 










220 










225 


Ala 


Lys 


Pro 


Gin 


Glu 


Val 


Phe 


Trp 


Ala 


Ser 


Pro 


Trp 


Gly 


Pro 


Gly 










230 










235 










240 


Arg 


Pro 


Gly 


Trp 


His 


He 


Glu 


Cys 


Ser 


Ala 


He 


Ala 


Ser 


Met 


Val 










245 










250 










255 


Phe 


Gly 


Ser 


Gin 


Leu 


Asp 


He 


His 


Ser 


Gly 


Gly 


He 


Asp 


Leu 


Ala 










260 










265 










270 


Phe 


Pro 


His 


His 


Glu 


Asn 


Glu 


He 


Ala 


Gin 


Cys 


Glu 


Val 


Phe 


His 










275 










280 










285 


Gin 


Cys 


Glu 


Gin 


Trp 


Gly Asn 


Tyr 


Phe 


Leu 


His 


Ser 


Gly 


His 


Leu 










290 










295 










300 


His 


Ala 


Lys 


Gly 


Lys 


Glu 


Glu 


Lys 


Met 


Ser 


Lys 


Ser 


Leu 


Lys 


Asn 










305 










310 










315 


Tyr 


He 


Thr 


He 


Lys 


Asp 


Phe 


Leu 


Lys 


Thr 


Phe 


Ser 


Pro 


Asp 


Val 










320 










325 










330 


Phe 


Arg 


Phe 


Phe 


Cys 


Leu 


Arg 


Ser 


Ser 


Tyr 


Arg 


Ser 


Ala 


He 


Asp 










335 










340 










345 


Tyr 


Ser 


Asp 


Ser 


Ala 


Met 


Leu 


Gin 


Ala 


Gin 


Gin 


Leu 


Leu 


Leu 


Gly 










350 










355 










360 


Leu 


Gly 


Ser 


Phe 


Leu 


Glu 


Asp 


Ala 


Arg 


Ala 


Tyr 


Met 


Lys 


Gly Gin 










3 65 










370 










375 


Leu 


Ala 


Cys 


Gly 


Ser 


Val 


Arg 


Glu 


Ala 


Met 


Leu 


Trp 


Glu Arg 


Leu 










3 80 










385 










390 


Ser 


Ser 


Thr 


Lys 


Arg 


Ala 


Val 


Lys 


Ala 


Ala 


Leu 


Ala 


Asp Asp 


Phe 










3 95 










400 










405 


Asp 


Thr 


Pro 


Arg 


Val 


Val 


Asp 


Ala 


He 


Leu 


Gly 


Leu 


Ala 


His 


His 










410 










415 










420 


Gly Asn 


Gly 


Gin 


Leu 


Arg 


Ala 


Ser 


Leu 


Lys 


Glu 


Pro 


Glu 


Gly 


Pro 










425 










430 










435 


Arg 


Ser 


Pro 


Ala 


Val 


Phe 


Gly 


Ala 


He 


He 


Ser 


Tyr 


Phe 


Glu 


Gin 










440 










445 










450 


Phe 


Phe 


Glu 


Thr 


Val 


Gly 


He 


Ser 


Leu 


Ala 


Asn 


Gin 


Gin 


Tyr 


Val 










455 










460 










465 


Ser 


Gly 


Asp 


Gly 


Ser 


Glu 


Ala 


Thr 


Leu 


His 


Gly 


Val 


Val 


Asp 


Glu 










470 










475 










480 
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Leu 


val 


Arg 


Phe 


Arg 

485 


Gin 


Lys 


Val 


Arg 


Gin 
490 


Phe 


Ala 


Leu 


Ala 


Met 
495 


Pro 


Glu 


Ala 


Thr 


Gly 
500 


Asp 


Ala 


Arg 


Arg 


Gin 
505 


Gin 


Leu 


Leu 


Glu 


Arg 

510 


Gin 


Pro 


Leu 


Leu 


Glu 
515 


Ala 


Cys 


Asp 


Thr 


Leu 

520 


Arg 


Arg 


Gly 


Leu 


Thr 
525 


Ala 


His 


Gly 


He 


Asn 
530 


He 


Lys 


Asp 


Arg 


Ser 
535 


Ser 


Thr 


Thr 


Ser 


Thr 
540 


Trp 


Glu 


Leu 


Leu 


Asp 
545 


Gin 


Arg 


Thr 


Lys 


Asp 

550 


Gin 


Lys 


Ser 


Ala 


Gly 
555 



<210> 13 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 5630806CD1 



<400> 13 



Met 


Ala 


Ala 


Ser 


Met 


Phe 


Tyr 


Gly 


Arg 


Leu 


Val 


Ala 


Val 


Ala 


Thr 


1 








5 










10 










15 


Leu 


Arg 


Asn 


His 


Arg 

20 


Pro 


Arg 


Thr 


Ala 


Gin 
25 


Arg 


Ala 


Ala 


Ala 


Gin 
30 


Val 


Leu 


Gly 


Ser 


Ser 
35 


Gly 


Leu 


Phe 


Asn 


Asn 
40 


His 


Gly 


Leu 


Gin 


Val 
45 


Gin 


Gin 


Gin 


Gin 


Gin 
50 


Arg 


Asn 


Leu 


Ser 


Leu 
55 


His 


Glu 


Tyr 


Met 


Ser 

60 


Met 


Glu 


Leu 


Leu 


Gin 
65 


Glu 


Ala 


Gly 


Val 


Ser 
70 


Val 


Pro 


Lys 


Gly 


Tyr 
75 


Val 


Ala 


Lys 


Ser 


Pro 
80 


Asp 


Glu 


Ala 


Tyr 


Ala 
85 


He 


Ala 


Lys 


Lys 


Leu 
90 


Gly 


Ser 


Lys 


Asp 


Val 
95 


Val 


He 


Lys 


Ala 


Gin 
100 


val 


Leu 


Ala 


Gly 


Gly 
105 


Arg 


Gly 


Lys 


Gly 


Thr 

110 


Phe 


Glu 


Ser 


Gly 


Leu 
115 


Lys 


Gly 


Gly 


Val 


Lys 

120 


He 


Val 


Phe 


Ser 


Pro 
125 


Glu 


Glu 


Ala 


Lys 


Ala 
130 


Val 


Ser 


Ser 


Gin 


Met 

135 


He 


Gly 


Lys 


Lys 


Leu 
140 


Phe 


Thr 


Lys 


Gin 


Thr 
145 


Gly 


Glu 


Lys 


Gly 


Arg 
150 


He 


Cys 


Asn 


Gin 


Val 
155 


Leu 


Val 


Cys 


Glu 


Arg 
160 


Lys 


Tyr 


Pro 


Arg 


Arg 
165 


Glu 


Tyr 


Tyr 


Phe 


Ala 
170 


He 


Thr 


Met 


Glu 


Arg 
175 


Ser 


Phe 


Gin 


Gly 


Pro 
180 


Val 


Leu 


He 


Gly 


Ser 
185 


Ser 


His 


Gly 


Gly 


Val 
190 


Asn 


He 


Glu 


ASp 


Val 
195 


Ala 


Ala 


Glu 


Thr 


Pro 
200 


Glu 


Ala 


He 


He 


Lys 
205 


Glu 


Pro 


He 


Asp 


lie 
210 


Glu 


Glu 


Gly 


He 


Lys 
215 


Lys 


Glu 


Gin 


Ala 


Leu 
220 


Gin 


Leu 


Ala 


Gin 


Lys 
225 


Met 


Gly 


Phe 


Pro 


Pro 

230 


Asn 


He 


Val 


Glu 


Ser 

235 


Ala 


Ala 


Glu 


Asn 


Met 
240 


Val 


Lys 


Leu 


Tyr 


Ser 
245 


Leu 


Phe 


Leu 


Lys 


Tyr 

250 


Asp 


Ala 


Thr 


Met 


He 
255 


Glu 


He 


Asn 


Pro 


Met 

260 


Val 


Glu 


Asp 


Ser 


Asp 
265 


Gly 


Ala 


Val 


Leu 


Cys 
270 


Met 


Asp 


Ala 


Lys 


He 
275 


Asn 


Phe 


Asp 


Ser 


Asn 
280 


Ser 


Ala 


Tyr 


Arg 


Gin 
285 


Lys 


Lys 


He 


Phe 


Asp 

290 


Leu 


Gin 


Asp 


Trp 


Thr 

295 


Gin 


Glu 


Asp 


Glu 


Arg 

300 


Asp 


Lys 


Asp 


Ala 


Ala 
305 


Lys 


Ala 


Asn 


Leu 


Asn 

310 


Tyr 


He 


Gly 


Leu 


Asp 

315 


Gly 


Asn 


He 


Gly 


Cys 


Leu 


Val 


Asn 


Gly Ala 


Gly 


Leu 


Ala 


Met 


Ala 










320 










325 










330 
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Thr 


Met 


Asp 


lie 


lie 
335 


Lys 


Leu 


His 


Gly 


Gly 
340 


Thr 


Pro 


Ala 


Asn 


Phe 
345 


Leu 


Asp 


Val 


Gly 


Gly 
350 


Gly 


Ala 


Thr 


Val 


His 

355 


Gin 


Val 


Thr 


Glu 


Ala 
360 


Phe 


Lys 


Leu 


lie 


Thr 

365 


Ser 


Asp 


Lys 


Lys 


Val 
370 


Leu 


Ala 


He 


Leu 


Val 

375 


Asn 


lie 


Phe 


Gly 


Gly 
380 


lie 


Met 


Arg 


Cys 


Asp 
385 


Val 


He 


Ala 


Gin 


Gly 
390 


lie 


Val 


Met 


Ala 


Val 

395 


Lys 


Asp 


Leu 


Glu 


He 
400 


Lys 


He 


Pro 


Val 


Val 
405 


Val 


Arg 


Leu 


Gin 


Gly 
410 


Thr 


Arg 


Val 


Asp 


Asp 
415 


Ala 


Lys 


Ala 


Leu 


He 
420 


Ala 


Asp 


Ser 


Gly 


Leu 
425 


Lys 


lie 


Leu 


Ala 


Cys 
430 


Asp 


Asp 


Leu 


Asp 


Glu 
435 


Ala 


Ala 


Arg 


Met 


Val 
440 


Val 


Lys 


Leu 


Ser 


Glu 
445 


He 


Val 


Thr 


Leu 


Ala 
450 


Lys 


Gin 


Ala 


His 


Val 
455 


Asp 


Val 


Lys 


Phe 


Gin 
460 


Leu 


Pro 


He 







<210> 14 
<211> 399 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> niisc_f eature 

<223> Incyte ID No: 5854855CD1 

<400> 14 



Met 


Tyr 


Phe 


Gly 


Ala 


Val 


Ser 


Trp 


Leu 


Cys 


Gly 


Pro 


Arg 


Ala 


Pro 


1 








5 










10 










15 


Asp 


Glu 


Val 


Ser 


Arg 


Arg 


Pro 


Asp 


Pro 


Arg 


Lys 


Gly Gin 


Leu 


Gly 










20 










25 










30 


Val 


Ala 


Phe 


Val 


Leu 


Leu 


Pro 


Pro 


His 


Ser 


Glu 


Gly Ala 


Arg 


Val 










35 










40 










45 


Phe 


Gly 


Ala 


Leu 


Gly 


Pro 


He 


Gly 


Pro 


Ser 


Ser 


Pro Gly Leu 


Thr 










50 










55 










60 


Leu 


Gly 


Gly 


Leu 


Ala 


Val 


Ser 


Glu 


His 


Arg 


Leu 


Ser 


Asn 


Lys 


Leu 










65 










70 










75 


Leu 


Ala 


Trp 


Ser 


Gly 


Val 


Leu 


Glu 


Trp 


Gin 


Glu 


Lys 


Arg 


Arg 


Pro 










80 










85 










90 


Tyr 


Ser 


Asp 


Ser 


Thr 


Ala 


Lys 


Leu 


Lys 


Arg 


Thr 


Leu 


Pro 


Cys 


Gin 










95 










100 










105 


Ala 


Tyr 


Val 


Asn 


Gin 


Gly 


Glu 


Asn 


Leu 


Glu 


Thr 


Asp 


Gin 


Trp 


Pro 










110 










115 










120 


Gin 


Lys 


Leu 


He 


Met 


Gin 


Leu 


He 


Pro 


Gin 


Gin 


Leu 


Leu 


Thr 


Thr 










125 










130 










135 


Leu 


Gly 


Pro 


Leu 


Phe 


Arg 


Asn 


Ser 


Gin 


Leu 


Ala 


Gin 


Phe 


His 


Phe 










140 










145 










150 


Thr 


Asn 


Arg 


Asp 


Cys 


Asp 


Ser 


Leu 


Lys 


Gly 


Leu 


Cys 


Arg 


He 


Met 










155 










160 










165 


Gly 


Asn 


Gly 


Phe 


Ala 


Gly 


Cys 


Met 


Leu 


Phe 


Pro 


His 


He 


Ser 


Pro 










170 










175 










180 


Cys 


Glu 


Val 


Arg 


Val 


Leu 


Met 


Leu 


Leu 


Tyr 


Ser 


Ser 


Lys 


Lys 


Lys 










185 










190 










195 


He 


Phe 


Met 


Gly 


Leu 


He 


Pro 


Tyr 


Asp 


Gin 


Ser 


Gly 


Phe 


Val 


Ser 










200 










205 










210 


Ala 


He 


Arg 


Gin 


Val 


He 


Thr 


Thr 


Arg 


Lys 


Gin 


Ala 


Val 


Gly 


Pro 










215 










220 










225 


Gly 


Gly 


Val 


Asn 


Ser 


Gly 


Pro 


Val 


Gin 


He 


Val 


Asn 


Asn 


Lys 


Phe 










230 










235 










240 


Leu 


Ala 


Trp 


Ser 


Gly 


Val 


Met 


Glu 


Trp 


Gin 


Glu 


Pro 


Arg 


Pro 


Glu 










245 










250 










255 


Pro 


Asn 


Ser 


Arg 


Ser 


Lys 


Arg 


Trp 


Leu 


Pro 


Ser 


His 


Val 


Tyr 


Val 










260 










265 










270 


Asn 


Gin 


Gly 


Glu 


lie 


Leu 


Arg 


Thr 


Glu 


Gin 


Trp 


Pro 


Arg 


Lys 


Leu 
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275 








Tyr Met 


Gin 


Leu 


He 


Pro 


Gin 


Gin 








290 








Leu Phe 


Arg 


Asn 


Ser 


Arg 


Leu 


Val 








305 








Leu Glu 


Thr 


Leu 


Lys 


Ser 


Leu 


Cys 








320 








Ala Gly 


Cys 


Val 


His 


Phe 


Ser 


Tyr 








335 








Val Leu 


Met 


Leu 


Leu 


Tyr 


Ser 


Ser 








350 








Leu He 


Pro 


His 


Asp 


Gin 


Gly 


Asn 








365 








Val He 


Ala 


Asn 


Gin 


Gin 


Gin 


Val 








380 








Glu Gin 


Gin 


Gin 


Arg 


Gly 


Met 


Gly 








395 








<210> 15 












<211> 339 












<212> PRT 












<213> Homo sapiens 








<220> 














<221> misc_f eature 








<223> Incyte ID 


No : 


5993973CD1 


<400> 15 












Met Val 


Ser 


Gly 


Cys 


Gin 


Thr 


Arg 


1 






5 








Val Gly 


Gly 


Arg 


Gly 
20 


Gly 


Gly 


Lys 


Ser Glu 


Lys 


Glu 


Glu 


Ser 


Arg 


Arg 








35 








Arg Arg 


Glu 


Gly 


Gly 


Asp 


Gly 


Glu 








50 








Gly Arg 


Leu 


Leu 


Leu 


Arg 


Val 


Leu 








65 








Pro Leu 


Thr 


Val 


Arg 


Val 


Ser 


Pro 








80 








Tyr He 


Val 


Gly 


Ala 


Val 


Val 


Arg 








95 








Asn Ala 


Leu 


Lys 


Arg 


Phe 


Leu 


Thr 








110 








Asp Leu 


Cys 


Glu 


Lys 


Arg 


Thr 


Ala 








125 








Leu Arg 


Ala 


Val 


Lys 


Gly 


Pro 


Leu 








140 








Gin Asp 


Leu 


Lys 


He 


Val 


Pro 


Leu 








155 








Lys Glu 


Leu 


Val 


Arg 


Gin 


Leu 


Gin 








170 








Lys Gin 


Lys 


Lys 


Arg 


Gin 


Ser 


Val 








185 








His Leu 


Leu 


Asp 


Gly 


Asn 


Glu 


Asn 








200 








Asp Gly 


Asp 


Val 


He 
215 


Ser 


Phe 


Pro 


Thr Lys 


Val 


Lys 


Lys 


Thr 


Thr 


Ser 








230 








Ser Ala 


Thr 


Ser 


Leu 


Gin 


He 


Cys 








245 








He Leu 


Lys 


Met 


Ala 


Glu 


Met 


Lys 








260 








Glu Glu 


Gly 


Ser 


Leu 


Ser 


Asp 


Thr 








275 











280 










285 


Leu 


Leu 


Thr 


Thr 


Leu 


Val 


Pro 




295 










300 


Gin 


Phe 


His 


Phe 


Thr 


Lys 


Asp 




310 










315 


Arg 


He 


Met 


Asp 


Asn 


Gly 


Phe 




325 










330 


Lys 


Ala 


Ser 


Cys 


Glu 


He 


Arg 




340 










345 


Glu 


Lys 


Lys 


He 


Phe 


He 


Gly 




355 










360 


Phe 


Val 


Asn 


Gly 


He 


Arg 


Arg 




370 










375 


Leu 


Gin 


Arg 


Asn 


Leu 


Glu 


Gin 




385 










390 


Gly 















Ser 


He 


Leu 


Glu 


Tyr 


Leu 


Arg 




10 










15 


Gly 


Lys 


Gly 


Arg 


Ala 


Glu 


Gly 




25 










30 


Lys 


Arg 


Arg 


Glu 


Arg 


Lys 


Gin 




40 










45 


Glu 


Gin 


Asp 


Val 


Gly Asp 


Ala 




55 










60 


His 


Val 


Ser 


Glu 


Asn 


Pro 


Val 




70 










75 


Glu 


Val 


Arg 


Asp 


val 


Arg 


Pro 




85 










90 


Gly 


Met 


Asp 


Leu 


Gin 


Pro 


Gly 




100 










105 


Ser 


Gin 


Thr 


Lys 


Leu 


His 


Glu 




115 










120 


Ala 


Thr 


Leu 


Ala 


Thr 


His 


Glu 




130 










135 


Leu 


Tyr 


Cys 


Ala 


Arg 


Pro 


Pro 




145 










150 


Gly 


Arg 


Lys 


Glu 


Ala 


Lys 


Ala 




160 










165 


Leu 


Glu 


Ala 


Glu 


Glu 


Gin 


Arg 




175 










180 


Ser 


Gly 


Leu 


His 


Arg 


Tyr 


Leu 




190 










195 


Tyr 


Pro 


Cys 


Leu 


Val 


Asp 


Ala 




205 










210 


Pro 


He 


Thr 


Asn 


Ser 


Glu 


Lys 




220 










225 


Asp 


Leu 


Phe 


Leu 


Glu 


Val 


Thr 




235 










240 


Lys 


Asp 


Val 


Mec 


Asp 


Ala 


Leu 




250 










255 


Lys 


Tyr 


Thr 


Leu 


Glu 


Asn 


Lys 




265 










270 


Glu 


Ala 


Asp 


Ala 


Val 


Ser 


Gly 




280 










285 
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Gin 


Leu 


Pro 


Asp 


Pro 


Thr 


Thr 


Asn 


Pro 


Ser 


Ala 


Gly 


Lys 


Asp 


Gly 










290 










295 










300 


Pro 


Ser 


Leu 


Leu 


Val 


Val 


Glu 


Gin 


Val 


Arg 


Val 


Val 


Asp 


Leu 


Glu 










305 










310 










315 


Gly 


Ser 


Leu 


Lys 


Val 


Val 


Tyr 


Pro 


Ser 


Lys 


Ala 


Asp 


Leu 


Ala 


Thr 










320 










325 










330 


Ala 


Pro 


Pro 


His 


Val 


Thr 


Val 


Val 


Arg 















335 

<210> 16 
<211> 3902 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 1806212CB1 



<400> 16 

ggatgattgc ctcagcaggt gtgaagcgtg tgctttagtt tcgtgggagg cctggcatcc 60 
ccgagaggga ggggaaaggt aaccactcct ttgtggaggt cgccagggtc attgtcgtgg 12 0 
atttgcacag tcggctgggc ggtgcaatgg cggaaagaaa aggaacagcc aaagtggact 180 
ttttgaagaa gattgagaaa gaaatccaac agaaatggga tactgagaga gtgtttgagg 240 
tcaatgcacc taatttagag aaacagacca gcaagggcaa gtattttgta accctcccat 300 
acccatatat gaatggacgc cttcatttgg gacacacgtt ttctttatcc aaatgtgagt 3 60 
ttgctgtagg gtaccagcga ttgaaaggaa aatgttgtct gtttcccttt ggccxgcact 420 
gtactggaat gcctattaag gcatgtgctg ataagttgaa aagagaaata gagctgcatg 480 
gttgcccccc tgatcttcca gatgaagaag aggaagagga agaaaccagt gttaaaacag 540 
aagatataat aattaaggat aaagctaaag gaaaaaagag taaagctgct gctaaagctg 600 
gatcttctaa ataccagtgg ggcattatga aatcccttgg cctgtctgat gaagagatag 660 
taaaattttc tgaagcagaa cattggcttg attacttccc gccactggct attcaggatt 720 
taaaaagaat gggtxtgaag gtagactggc gtcgttcctt catcaccact gatgttaatc 780 
cttactatga ttcatttgtc agatggcaat ttttaacatt aagagaaaga aacaaaatta 840 
aatttgggaa gcggtataca atttactctc cgaaagatgg acagccttgc atggatcatg 900 
atagacaaac tggagagggt gttggacctc aggaatacac tttactcaaa ttgaaggtgc 96 0 
ttgagccata cccatctaaa ttaagtggcc tgaaaggtaa aaatattttc ttggtggctg 102 0 
ctactctcag acctgagacc atgtttgggc agacaaattg ttgggttcgt cctgatatga 1080 
agtacattgg atttgagacg gtgaatggtg atatattcat ctgtacccaa aaagcagcca 1140 
ggaatatgtc ataccagggc tttaccaaag acaatggcgt ggtgcctgtt gttaaggaat 12 00 
taatggggga ggaaattctt ggtgcatcac tttctgcacc tttaacatca tacaaggtga 1260 
tctatgttct cccaatgcta actattaagg aggataaagg cactggtgtg gttacaagtg 1320 
ttccttccga ctcccctgat gatattgctg ccctcagaga cttgaagaaa aagcaagcct 13 80 
tacgagcaaa atatggaatt agagatgaca tggtcttgcc atttgagccg gtgccagtca 1440 
ttgaaatccc aggttttgga aatctttctg ctgtaaccat ttgrgatgag ttgaaaattc 1500 
agagccagaa tgaccgggaa aaacttgcag aagcaaagga gaagatatat ctaaaaggat 15 6 0 
tttatgaggg tatcatgttg gtggatggat ttaaaggaca gaaggttcaa gatgtaaaga 1620 
agactattca gaaaaagatg attgacgctg gagatgcact tatttacatg gaaccagaga 1680 
aacaagtgat gtccaggtcg tcagatgaat gtgttgtggc tctgtgtgac cagtggtact 174 0 
tggattatgg agaagagaat tggaagaaac agacatctca gtgcttgaag aacctggaaa 1800 
cattctgtga ggagaccagg aggaattttg aagccacctt aggttggcta caagaacatg 1860 
cttgctcaag aacttatggt ctaggcactc acctgccttg ggatgagcag tggctgattg 1920 
aatcactttc tgactccact atttacatgg cattttacac agttgcacac ctattgcagg 1980 
ggggtaactt gcatggacag gcagagtctc cgctgggcat tagaccgcaa cagatgacca 2040 
aggaagtttg ggattatgtt ttcttcaagg aggctccatt tcctaagact cagattgcaa 2100 
aggaaaaatt agatcagtta aagcaggagt ttgaattctg gtaccctgtt gatcttcgcg 2160 
tctctggcaa ggatcttgtt ccaaatcatc tttcatatta cctttataat catgtggcta 2220 
tgtggccgga acaaagtgac aaatggccta cagctgtgag agcaaatgga catctcctcc 22 80 
tgaactctga gaagatgtca aaatccacag gcaacttcct cactttgacc caagctattg 2340 
acaaattttc agcagatgga atgcgtttgg ctctggctga tgctggtgac actgtagaag 2400 
atgccaactt tgtggaagcc atggcagatg caggtattct ccgtctgtac acctgggtag 2460 
agtgggtgaa agaaatggtt gccaactggg acagcctaag aagtggtccc gccagcactt 2520 
tcaangatag agtttttgcc agtgaattga atgcaggaat tataaaaaca gatcaaaact 2580 
atgaaaagat gatgtttaaa gaagctttga aaacagggtt ttttgagttt caggccgcaa 2640 
aagataagta ccgtgaattg gctgtggaag ggatgcacag agaacttgtg ttccggttta 2700 
ttgaagttca gacacttctc ctcgctccat tctgtccaca tttgtgtgag cacatctgga 2760 
cactcctggg aaagcctgac tcaattatga atgcttcatg gcctgtggca ggtcctgtta 2820 
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atgaagcttt aatacactcc tcacagtacc ttatggaagt aacacacgac cttagactac 2880 

gacccaagaa ctacatgatg ccagccaaag ggaagaagac tgacaaacaa cccctgcaga 2940 

agccctcaca ttgcaccatc tatgtggcaa agaactatcc accttggcaa cataccaccc 3000 

tgtctgttct acgtaaacac tttgaggcca ataacggaaa actgcctgac aacaaagtca 3060 

ttgctagtga actaggcagt atgccagaac tgaagaaata catgaagaaa gtcatgccat 3120 

ttgttgccat gattaaggaa aatctggaga agatggggcc tcgtattctg gatttgcaat 3180 

tagaatttga tgaaaaggct gtgcttatgg agaatatagt ctatctgact aattcgcttg 3240 

agctagaaca catagaagtc aagtttgcct ccgaagcaga agataaaatc agggaagact 33 00 

gctgtcctgg gaaaccactt aatgttttta gaatagaacc tggtgtgtcc gtttct-ctgg 33 60 

rgaatcccca gccatccaat ggccacctct caaccaaaat tgaaatcagg caaggagata 3420 

actgtgattc cataatcagg cgcttaanga aaatgaatcg aggaattaaa gacctttcca 3480 

aagtgaaacc gatgagattt gatgatccac tgttggggcc ccgacgagtt: cctgtcctgg 3 540 

gaaaggagna caccgagaag acccccattt ctgagcatgc tgttttcaat gtggacctca 3 6 00 

tgagcaagaa aattcatctg actgagaatg ggataagggt ggatattggc gatacaataa 3 660 

tctacctggt tcattaaact catgcacatt ggagatttat cctggtttct taggaatact 3720 

actactctga ttgtgtccac tgattggcta tcagaacctt aggctggacc taaacagatt 3780 

gatttcattx ctaaccatcc aattctgcat gtattcataa ttctaccaag ccatctttga 3840 

ttcctggacc taataaattt tttttccctg trcnttgggt: gtccaagaaa aaaaaaaaaa 3900 

aa 3902 

<210> 17 
<211> 3317 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2083883CB1 

<400> 17 

catggcctga ctcgggacag ctcagagcag ggcagaactg gggacactct gggccggcct 60 

tctgcctgca tggacgctct gaagccaccc tgtctctgga ggaaccacga gcgagggaag 12 0 

aaggacaggg actcgtgtgg caggaagaac tcagagccgg gaagccccca ttcactagaa 180 

gcactgagag atgcggcccc ctcgcagggt ctgaatttcc tgctgctgtt cacaaagatg 24 0 

ctttttatct ttaacttttt gttttcccca cttccgaccc cggcgttgat ctgcatcctg 300 

acatttggag ctgccatctt cttgtggctg atcaccagac ctcaacccgt cttacctctt 360 

cttgacctga acaatcagtc tgtgggaatt gagggaggag cacggaaggg ggtttcccag 42 0 

aagaacaatg acctaacaag ttgctgcttc tcagatgcca agactatgta tgaggttttc 48 0 

caaagaggac tcgctgtgtc tgacaatggg ccctgcttgg gatatagaaa accaaaccag 540 

ccctacagat ggctatctta caaacaggtg tctgatagag cagagtacct gggttcctgt 600 

ctcttgcata aaggttataa atcatcacca gaccagtttg tcggcatctt tgctcagaat 660 

aggccagagt ggatcatctc cgaattggct tgttacacgt actctatggt agctgtacct 720 

ctgtatgaca ccttgggacc agaagccatc gtacatattg tcaacaaggc tgatatcgcc 780 

gtggtgatct gtgacacacc ccaaaaggca ttggtgctga tagggaatgt agagaaaggc 84 0 

ttcaccccga gcctgaaggt gatcatcctt atggacccct ttgatgatga cctgaagcaa 900 

agaggggaga agagtggaat tgagatctta tccctatatg atgctgagaa cctaggcaaa 96 0 

gagcacttca gaaaacccgt gcctcctagc ccagaagacc tgagcgtcat ctgcttcacc 1020 

agtgggacca caggtgaccc caaaggagcc atgataaccc atcaaaatat tgtttcaaat 10 80 

gctgctgcct ttctcaaatg tgtggagcat gcttatgagc ccactcctga tgatgtggcc 1140 

atatcctacc tccctctggc tcatatgttt gagaggattg tacaggctgt tgtgtacagc 1200 

cgtggagcca gagttggatt cttccaaggg gatattcggt tgctggctga cgacatgaag 1260 

actttgaagc ccacattgtt tcccgcggtg cctcgactcc ttaacaggat ctacgataag 1320 

gtacaaaatg aggccaagac acccttgaag aagttcttgt tgaagctggc tgtttccagt 13 80 

aaattcaaag agcttcaaaa gggtatcatc aggcatgata gtttctggga caagcccatc 1440 

tttgcaaaga tccaggacag cctgggcgga agggttcgtg taattgtcac tggagctgcc 1500 

cccatgtcca cttcagtcat gacactcttc cgggcagcaa tgggatgtca ggtgtatgaa 1560 

gcttatggtc aaacagaatg cacaggtggc tgtacattta cattacctgg ggactggaca 1620 

tcaggtcacg ttggggtgcc cctggcttgc aattacgtga agctggaaga tgtggctgac 1680 

atgaactact ttacagtgaa taatgaagga gaggtctgca tcaagggtac aaacgtgttc 1740 

aaaggatacc tgaaggaccc tgagaagaca caggaagccc tggacagtga tggctggctt 1800 

cacacaggag acattggtcg ctggctcccg aatggaactc tgaagatcat cgaccgtaaa 1860 

aagaacattt tcaagctggc ccaaggagaa tacattgcac cagagaagat agaaaatatc 1920 

tacaacagga gtcaaccagt gttacaaatt tttgtacacg gggagagctt acggtcatcc 1980 

ttagtaggag tggtggttcc tgacacagat gtacttccct catttgcagc caagcttggg 2040 

gtgaagggct cctttgagga actgtgccaa aaccaagttg taagggaagc cattttagaa 2100 
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gacttgcaga aaattgggaa agaaagtggc cttaaaactt ttgaacaggt caaagccatt 2160 
tttcttcatc cagagccatt ttccattgaa aatgggctct tgacaccaac attgaaagca 2220 
aagcgaggag agctttccaa acactttcgg acccaaattg acagcctgta tgagcacatc 22 80 
caggattagg ataaggtact taagtacccg ccggcccact gtgcactgct tgtgagaaaa 2340 
tggattaaaa actactccca catttgtttt gcctttcctc ctattttttt ttaacccgtt 2400 
aaactctaaa gccatagctt ttgttttata ttgagacata taatgtgtaa acttagttcc 2460 
caaataaatc aatcctgtct tccccatctt cgatgttgct aatattaagg cttcagggct 2520 
acttttatca acatgcctgt cttcaagatc ccagtttatg ttctgtgtcc ttcctcatga 25 80 
tttccaacct taatactact agtaaccaca agttcaaggg tcaaagggac cctctgtgcc 2640 
ttcttctttg ttttgtgata aacataactt gccaacagtc tctatgctta tttacatctt 2700 
ctactgttca aactaagaga tttttaaatt ctgaaaaact gcttacaatt catgttttct 27 60 
agccactcca caaaccacta aaattttagt tttagcctat cactcatgtc aatcatatct 2820 
atgagacaaa tgtctccgat gctcttctgc gtaaattaaa ttgtgtactg aagggaaaag 2880 
tttgatcata ccaaacattt cctaaactct ctagttagat atctgacttg ggagtattaa 2940 
aaattgggtc tatgacatac tgtccaaaag gaatgctgtt cttaaagcat tatttacagt 3000 
aggaactggg gagtaaatct gttccctaca gtttgctgct gagctggaag ctgtggggga 3060 
aggagttgac aggtgggccc agtgaacttt tccagtaaat gaagcaagca ctgaataaaa 312 0 
acctcctgaa ctgggaacaa agatctacag gcaagcaaga tgcccacaca acaggcttat 3180 
tttctgtgaa ggaaccaact gatctccccc acccttggat tagagttcct gctctacctt 3240 
acccacagat aacacatgtt gtttctactt gtaaatgtaa agtctttaaa ataaactatt 3300 
acagataaaa aaaaaaa 3317 



<210> 18 
<211> 1928 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 2454288CB1 



<400> 18 

cccacgcgtc cgcgacacac catgccgact 
gccctgggcc gcacctacac tgacgaagaa 
gagcttgatg aaattacatc tgagaaggaa 
gcagcaggag cctctgatgt tgttctttac 
ctcctgtgtc tggaaggatt ggttcgagga 
ccagtgtata aacgggtaat gcctgatgga 
acagctaaga tacgtccttt tgcggtagca 
gatcgatatg acagcttcat tgaacttcag 
agagcactgg ttgccattgg tacccatgat 
actgcaaagc gtccttcaga tatcaaattc 
gcctgtgaac tgatgaacat atacaagact 
attgaaaaca aacccctgta tccagttatc 
cctcccatca tcaatgggga tcattccaga 
gaatgcacgg gaactgactt tactaaggca 
ttcagtgaat attgtgagaa tcaatttacg 
ggaaaatcac atacctttcc agaattagct 
attaacaaaa aagttggaat cagagaaact 
atgtatttaa aatcagaagt cataggtgat 
accagagctg acattatcca tgcatgtgat 
tataacaaca ttcagatgac tctcccgaaa 
aataagctca ctgaacttct ccgacatgac 
acctttgccc tgtgctccca agaagatatt 
acaaaggcag tccacataag taatcctaaa 
cttcttcctg gcctcctgaa gaccatagca 
ctgtttgaaa tctctgacat tgtaataaaa 
tacagacatc tctgtgctgt ttattacaac 
ctgctggaca gaattatgca gttgctcgat 
gtgatcaaag catcagaagg gcctgctttc 
aggggtcaaa gcgccgggaa gcttggggtc 
ctgaccatgc cctgctcctc cctagaaatc 
tctgtggtgt gattctcttc ccaggtgt.cc 
cctccacagg gaacatctat ttgggctttg 
aaaaaaaa 



gtcagcgtga agcgtgatct gctcttccaa 6 0 
tttgatgaac tatgttttga atttggtctg 12 0 
ataataagta aagaacaagg taatgtaaag 180 
aaaattgacg tccctgccaa tagatatgat 240 
cttcaggtct tcaaagaaag gataaaggct 3 00 
aaaatccaga aattgattat cacagaagag 3 60 
gcagttctcc gtaatataaa gtttactaaa 420 
gagaaattac atcagaatat ttgcaggaaa 480 
ttggacactt tgtcgggccc atttacttat 540 
aagcctctaa ataagaccaa ggagtataca 600 
gacaatcacc tgaaacatta tttacatatc 6 60 
tatgatagca atggtgtcgt cctttcaatg 720 
ataacagtaa atactagaaa tatttttatt 780 
aaaatagttc ttgatattat tgtcaccatg 84 0 
gtcgaagctg ctgaagtggt ttttcctaat 900 
taccgaaagg agatggtgag agctgaccta 960 
ccagaaaatc ttgccaaact tctgaccagg 1020 
gggaatcaga ttgagattga aatccctcca 1080 
attgtagaag atgcagctat tgcttatgga 1140 
acttacacca tagctaatca atttcctctt 1200 
atggcagccg ctggcttcac tgaagcactt 1260 
gctgataaac taggtgtgga tatctctgca 1320 
acagctgaat ttcaggtggc acgcactacc 1380 
gcaaatcgta agatgcccct tccactgaaa 1440 
gattctaata cagatgtagg tgcaaaaaac 1500 
aagaatcctg ggtttgagat cattcatggg 1560 
gtgcctcctg gtgaagacaa ggggggatat 1620 
ttccccgggc gatgtgcaga gatctttgcc 1680 
cttcatcctg acgttatcac caaatttgag 1740 
aatattggac cctttttgtg aagattggtc 1800 
ctttctcctc ccctagtgtc cttaagtcct 1860 
atgtttaata aagtagaaag cactgtcaaa 1920 

1928 
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<210> 19 
<211> 2122 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 1513539CB1 



<400> 19 

caggtcacac gcagccagtc agcattagag ctgagatgcc aagctctcag ccacacatgt 60 
gcactcacct ggaacatctg tggagctgtt agaatcgctg ccacttttca tgaaactgaa 120 
gtgcatcttt gggtttgcaa ctaaagaaac cagctgctac aatgtcacta acataggatt 180 
caaaagccct tcggatttct ggcagtctgt gcatagcacc ctgcctcggg agttggctcc 240 
ttgtctagta tttaatacat ccccaaactt ggctttattt tcagctgcct ttgccttcat 3 00 
tgtggtgaaa gatagtgcgg gtgactcaga tgtggtggtg caggagctca agtccatggt 3 60 
ggccaccaag atcgccaaat atgctgtgcc tgatgagatc ctggtggtga aacgtcttcc 420 
aaaaaccagg tctgggaagg tcatgcggcg gctcctgagg aagatcatca ctagtgaggc 4 80 
ccaggagctg ggagacacta ccaccttgga ggaccccagc atcatcgcag agatcctgag 540 
tgtctaccag aagtgcaagg acaagcaggc tgctgctaag tgagctggca ccttgtgggg 600 
ctcttgggat gggcgggcac ccaagccctg gcttgtcctt cccagaaggt acccctgagg 6 60 
ttggcgtctt cctacgtccc agaagcagcc cccaccccac acatgaccca caccgccctc 720 
acgtgaagct gggctgagag ccctttctcc catccattgg aggtcccagg agtgtcaccc 7 80 
atggagaggc tatgcgacat ggctagggct ggttctgcca tctgagtttg gtttcctgga 840 
atgaaaaggc attgccatct ccattcctct gccctcttga gccagcacag gaaggngagg 900 
ccctgggata gcgcgcctgc tcagataaca cagagctagt tagctagtag caaccgtgtt 9 60 
ttctccagat ctgtctagat acaaaggtca gaaatcttat ttttatactt ttatattgtg 1020 
gaagaacagc atgcaacact cacatgtagt gtgtggattt acttgaacat gttcttttta 1080 
acatgtagtt atgaaaatct ccttttttgc ctctactggt gaggaaacat gaggatcaga 1140 
ggccacattt ttaattattg ttagtgtatt tggaagrctg aattggagat gtttgtacct 1200 
ctgtctaaac agttcccttg agaacttcca agcctccggc atcttttcct ggtgagtgtt 1260 
tctcctgtgc ttggttgtgt ataatggagc taactcctaa gcggtggggt gaatgtggcc 1320 
gccttagttc tgaagctact ccagttatgt tctgtttctt caagctgtga tccagaaaga 13 80 
ttxttgtgcc cccagacgcc tcttgatagg agaggcaaca tactccaaat agttgggttc 144 0 
ttcagggaag ctattagaaa ctcaggtgac ttgttagagc actaacttgg tcagagccaa 1500 
atcctggcaa acgctgcctg accttcactc tgtggttggg gcagtgagaa ccactgaggt 1560 
ccaatgatga gacttggagg cctggatcca gtctctcttt gttttaatgt gacttaggtg 162 0 
ctgtcaacat tagcaagata atggaaatca cgacgccagt gggtgcttac ctccctgcta 1680 
ggcatgcagg ggctggcggt tggcagggga aggaggccca gtgagccggg tcccttaggg 1740 
gagggagagt ttgtcctctt tgccccacag tctacccttc agggccttgt ggcagtgcca 1800 
gtgttcgggg ggtgtctggg ccactgagta cccactcggt cgtggttgtg ctggcctctt 1860 
gggtgagtga acctgtgaag cccaggaggt ggtgttggct gcagggtaca caaatactga 192 0 
gtggtggtct tttgttacag gcttagcaac aaagctgtgc cctgggcatg gggggctgta 1980 
gtgtagctac agttgtgcgt ttgtgaaatg gcttagcctt ccatgttgct gagaggaacc 2040 
tggacatggt cccgggcatc tgaatgatct gtaggggagg gagttcaaat aaagctttat 2100 
tttgttcatt ttcaaaaaaa aa 2122 

<210> 20 

<211> 2357 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2148623CB1 



<400> 20 

gctctttcag ggctgagcca tcctgcgtgt 

gacgcgacca gaggacagct ctgtgctgat 

ggatctaagc agcaagatta aagaacaaaa 

gaagaatagg accgaacaga aatgctgtct 

aaagaatacc aagaaataga aaacttagac 

tttcacataa caatgtgtgg catttgttgt 

caagatttaa aagaggactt actatataat 

caattgctaa agtctgatgt taactaccag 



cttgcgctcg gtggaaatgc ccagccgagg 60 
ccccaccgac aattcgaccc cacacaagga 12 0 
aattgtggtg gatgaacttt ctaaccttaa 180 
gagagcaaga atatattgga tgaactgaaa 240 
aagaccaaaa tcaagaaata gtcaacctga 3 00 
tctgtaaact tttccgctga gcatttcagt 360 
cttaaacagc ggggacccaa tagtagtaaa 420 
tgtttatttt ctgctcacgt cctacacttg 480 
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aggggtgttt 
ggagaaattt 
aattatcttt 
ggtccctggt 
ttttttggtc 
tcttcagttg 
ggacttttca 
tanccttgga 
caaacttcag 
cctgaaaaac 
ngcagtaata 
gtacacatga 
cgtgtcttgt 
gataggaaag 
acccttgctg 
atagctgaag 
aaatgtgaaa 
cctaataaac 
caagctgtta 
ctgcagaaat 
gatgatagca 
caggaaggag 
gatgagcaac 
ggattgaata 
gatgacagag 
gttgtctcct 
ggaattggtg 
gctcttccgc 
aatgaaaagg 
attgaaaagg 
tatataatta 
taaagttcaa 



tgactaccca 
ttagtggaat: 
cctcctgtaa 
catttatata 
gccgtagctt 
gcacccaaac 
gaattgatct 
aatatatttc 
cagacttacc 
ctgttgttcc 
tttccaatgt 
aggaagtaat 
gtttacctag 
caaatgttgc 
accgtcatat 
aaaagaccat 
taccttcaga 
atgtcagtgt 
gcccttcccg 
taagaagaac 
ttggctgtgc 
tgaaatccta 
ttgcaggtta 
aggaaataat 
ttattggtga 
ttctaaattc 
aaaaattact 
ccaaacgggc 
catctgataa 
agactaaatt 
tataaaagta 
aaaaaaa 



gcctgtggaa 
aaaggttgaa 
gaatgaatct 
ttatcaagca 
gctttggcat 
atctggattg 
taagtctact 
tagggagaat 
agcatttgta 
tttaaatatg 
gccacctaca 
tcagcagttc 
ggatgaaaac 
aatcctgttt 
tcctttagat 
gccaactacc 
agaattctct 
accagatcga 
aatttggaat 
tcgaatatgt 
agcctggctt 
tcagagcaat 
ttctcgtcat 
gatggaactg 
tcatggaaaa 
tctgccgatt 
tttacgcctt 
catgcagttt 
atgtggacgg 
gtaatgtgat 
agatactctg 



gatgaaagag 
gctgaagaga 
gagattttgt 
tctagtcatt 
tttagtaatt 
gcaaatcagt 
gtcatttcca 
attattgaag 
tcagtggtag 
atgttgccac 
agagagatac 
attgatgtcc 
ctgacagcaa 
tctgggggca 
gaaccaattg 
tttaacagag 
aaagatgttg 
atcacaggaa 
tttgttgaaa 
cacttaattc 
gcttctagag 
gcaaaggtag 
cgtgtccgct 
ggtcgaattt 
gaagcaagat 
tgggaaaaag 
gcagctgtgg 
ggatcaagaa 
ctccaaatca 
tcacaatgta 
ctgctttact 



gcaacgtgtt 
atgacactca 
cactcttctc 
atttatggtt 
tgggcaagag 
ggcaagaagt 
gatgcattat 
aaaatgttaa 
caaatgaagc 
aagctgcatt 
ttcaagtctt 
tgagtgtagc 
atgaagtttt 
ttgattccat 
atcttcttaa 
aagggaataa 
ctgctgctgc 
gggcgggact 
ttaatgtttc 
ggccattgga 
gaattggttg 
ttctcactgg 
ttcagtcgca 
cttctagaaa 
ttcctctcct 
caaacttgac 
aacttggtct 
ttgcaaaaat 
tgtccttaga 
acaatataaa 
attgtataat 



tctatggaat 
aattttgttt 
agaagtacaa 
tggtagggat 
tttctgcctc 
tccagcatct 
tttacaactg 
tagcctgagt 
caaactgtat 
ggagactcat 
tcttactgat 
agtcaagaaa 
gaaaacgtgt 
ggttattgca 
tgtagctttc 
acagaaaaat 
tgctgacagt 
aaaggaacta 
tatggaagaa 
tacagttttg 
gttagtggcc 
aattggtgca 
tgggctggaa 
tcttggtcgt 
ggatgaaaat 
tttaccccga 
tacagcctct 
ggaaaaaatt 
aaatctttct 
aataagtttt 
atagtagttt 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2357 



<210> 21 

<211> 2136 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 2579405CB1 



<400> 21 

ccgtccactt 

cgcgcggctg 

gaaaaactgt 

aaaattaaag 

aactaaaaat 

ggctgcatat 

gtttggggac 

acagaaagtt 

atgtattgaa 

ttttgtatca 

agagaataaa 

aggccacctg 

gtatgacgtg 

cgctcacctg 

tcaggtcttt 

agcatatcag 

gcttatctgt 

tttaatagag 

tgaagataga 

ttccatacca 

ggctgctatt 

caacggacaa 



ggcgagtgag 
ctgcagcagg 
ggctgtttag 
tatcgactga 
atgattaaca 
ccagatttgg 
tatcagtgta 
aatccaagag 
aaagttgaaa 
gaacaattga 
aaggttatag 
aggtcaacta 
ctcaggttaa 
caagacaaat 
tataaggaat 
tgtgtagttc 
gatgtctccc 
agaggggaat 
ggatttgtgc 
ttaaccatag 
aaacaaagac 
tctgtgcact 



acgctgatgg 
aagaagagat 
gagcttctcc 
atattcttcg 
ttattagccg 
aaaatcctcc 
atagtgctat 
aaattgccga 
ttgctggtcc 
ccagtcttct 
ttgacttttc 
tcataggaga 
atcatgtagg 
ttccagatta 
ctaagaagag 
tgctccaggg 
gccaagagtt 
ccttctatca 
aggtggatga 
taaaatcaga 
tatttgagga 
tccagacaat 



gaggatggac 
taaatctctg 
aaatttggag 
aaagagtctt 
cctacaagag 
tctgctagtg 
gggcatttct 
aaacattacc 
tggttttatt 
agtgaatgga 
ctcccctaat 
gagtataagc 
agactggggg 
tctaacagtt 
gtttgatact 
taaaaaccca 
aaataaaatc 
agataggatg 
tggcagaaag 
tggaggttat 
aaaagcagat 
atttgctgct 



atactggtgt 
actgctgaaa 
cagttacaag 
caggcagaaa 
gtctttggtc 
acaccaagtc 
cagatgctca 
aaacaccccc 
aatgtccact 
gttcaactac 
atagctaaag 
cgcctctttg 
acccagtttg 
tcacctccta 
gaggaggaat 
gatattacaa 
tatgatgcat 
aatgatattg 
attgtatttg 
acctatgata 
atgattatct 
gctcaaatga 



ctgagtgctc 
ttgaccggtt 
aagaaaattt 
ggaacaaacc 
atgcaattaa 
agcaggccaa 
aaaccaagga 
cagacaatga 
taagaaagga 
ctgctctggg 
agatgcatgt 
aatttgcagg 
gcatgctcat 
ttggggatct 
ttaagaagcg 
aagcttggaa 
tggacgtctc 
taaaggaact 
tcccagggtg 
catctgacct 
atgttgtgga 
ttggttggta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 
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tgaccctaaa 
gaaaaagttt 
actaaaacga 
ggaattgaat 
ccataaccgg 
tacagctgct 
tattgatgaa 
gaaggaatgg 
agatgactta 
agagttctat 
ggtgaacatg 
tgatatcctg 
gtgtttttac 
cataagtaaa 



gtaactcgag 
aaaacacgtt 
tccatggaca 
gctgctcaga 
ttgaatgact 
tacttgttgt 
gaaatgctcc 
aaactaggcc 
tttctccaca 
gatagctgct 
tggcgtatgc 
ggaataaaac 
caaagcggcc 
gaaaatttgt 



tcttccatgc 
cgggtgaaac 
agttgaagga 
catccgttgc 
acatcttctc 
atgccttcac 
aaaaagctgc 
ggtgcatttt 
ctctctgtga 
actgtgtgga 
tgctatgtga 
ctgtccaaag 
attggcactg 
caaccaaaaa 



tggatttggt 
agtgcgcctc 
aaaagaaaga 
atatggctgc 
ctttgacaaa 
tagaatcagg 
tcgagaaacc 
acggttccct 
ttatatatat 
gaaagataga 
agcagtagct 
gatgtaatcc 
tttgcttttt 
aaaaaa 



gtggtgctag 
atggatcctc 
gacaaggtct 
atcaaatacg 
atgctagatg 
tctattgcac 
aagattcttt 
gagattctgc 
gagctggcaa 
cagactggaa 
gctgtcatgg 
ttcataggtt 
tacaatcatg 



gggaagacaa 
tgggagaagg 
taactgcaga 
ctgacctttc 
acagaggaaa 
gtctggccaa 
tggatcatga 
aaaagatttt 
ctgctttcac 
aaatattgaa 
ccaaggggtt 
tgaacactgt 
tggacacaag 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2136 



<210> 22 

<211> 2480 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2662427CB1 



<400> 22 

ggaacgggtt 

ggctccaggg 

aaccggtggc 

agaaccatga 

agaggagaaa 

gcggtttata 

tccatcggcc 

gccaagacct 

gaatttgctg 

attagagaca 

gttgtggagg 

agaattggct 

attgttagat 

aagtctttca 

gaagtccagg 

agtgtgcaga 

gaagtaagaa 

ggagcaggga 

aatacaaggc 

gagtggcagc 

ccgcagggcc 

cctgtggcag 

gaaactggag 

ctggtcgtgt 

cagtacaata 

ccagagtttg 

ttgctcagtc 

ctcaaggaga 

ttttcgtcta 

gatggtaaaa 

cagattgaag 

tacctgaaat 

actatttacc 

ttatcttctg 

attgaaaagg 

atgatcgcca 

gtgttctaca 

gaagaatcag 

tgtcttctct 

agcagtttta 



tggcgtgtgg 
acatggcggc 
atcgtctccc 
agtacacaac 
ctgcctgcag 
gc.gaggct.ga 
ccgct.ccct.c 
ctgctgcaca 
aactttgtaa 
tgggtataaa 
gttatcatgg 
atcctgtcat 
cagaacaaga 
atgatgatgc 
tgtttggtga 
ggcgacatca 
aaaagctggg 
ctgtggagtt 
tgcaagtgga 
ttagaattgc 
atgccttcga 
gcccattagt 
tacggcaagg 
gggcagcaga 
ttgttggact 
aagctgggaa 
ggaaggctgc 
aagccatgac 
gcagtggaag 
acaatgtagc 
ataaaacttt 
gttctgttaa 
tattttccaa 
tgagctcaca 
tgtttgtcaa 
tgaagatgga 
gagaaggtgc 
acaaaaggga 
ctccaccaaa 
ctaaatgatt 



gacgcagctg 
ggcccctgcg 
gagcctgctc 
agccacagga 
ggtgatgcgc 
cagaaattcc 
ccagcagagc 
ggctatccat 
gcaagaagga 
gagcacatcc 
tgaggaccaa 
gattaaagcc 
atttcaagaa 
tatgctgatc 
tcaccatggc 
gaagatcatt 
agaagctgca 
tattatggac 
acatcctgtt 
agcaggagag 
agctagaata 
gcacctctct 
agacgaagtt 
tcgccaggcg 
gcccaccaac 
cgtgcacact 
agccaaagag 
cgacactttc 
aagactgaat 
catagctgta 
ccaagtcctt 
tggagttgct 
ggaaggaagt 
agaaactcag 
agctggagac 
gcataccata 
tcaggccaac 
atcggaataa 
aagaggaagt 
gtat-gcttat 



cctctgtact 
gcgtcggtgc 
ctgccgccga 
agaaacatta 
acagccaaaa 
atgcatgtag 
tacctatcta 
ccaggatgcc 
attattttta 
aaatccataa 
tcagaccagt 
gtccggggtg 
cagttagagt 
gagaagtttg 
aatgct.gtgt 
gaggaggccc 
gtcagagctg 
tcaaaacata 
actgagatga 
aagattcctt 
tatgcagaag 
actcctcgag 
tccgtgcatt 
gcattgacaa 
attgacttct 
gatttcatcc 
tctttatgcc 
actcttcagg 
atctcgtata 
acgtataacc 
ggtaatcttt 
agtaaagcga 
attgagattg 
ggcggcccct 
aaagtgaaag 
aagtctccaa 
agacacactc 
actccagcaa 
gcctccagct 
gctgaacacc 



ggggagtcac 
tgctggtggc 
ggacatgggt 
ccaaggtcct 
aactgggtgt 
atatggcaga 
tggagaaaat 
gttttctttc 
taggccctcc 
tggctgctgc 
gcctgaagga 
gaggaggaaa 
cagcacggag 
tagacacacc 
act.tgtt.tga 
cagcgcctgg 
ctaaagctgt 
atttctgttt 
tcacaggaac 
tgagccagga 
atcctagcaa 
cagacccttc 
atgaccccat 
aactgaggta 
tactcaacct 
ctcaacacca 
aggcagccct 
cacatgatca 
ccagaaacat 
atgatgggtc 
acagcgaggg 
agctgattat 
acattccagt 
tagctcctat 
cgggagattc 
aggatggcac 
ctttagtcga 
ggaaatggcc 
tttctggggg 
tttcatattg 



ggagtggccg 
ggcggagagg 
gtggaggcaa 
cattgcaaac 
acagactgtg 
tgaagcatat 
cattcaagtg 
agaaaacatg 
tccatctgca 
tggagtacct 
acacgccagg 
aggaatgagg 
agaagctaag 
gaggcatgta 
aagagactgt 
tattaaatct 
aaattatgtt 
catggagatg 
tgacttggtg 
agaaataact 
taacttcatg 
caccaggatt 
gattgcgaag 
cagccttcgt 
gtctggccac 
caaacagttg 
gggtctcatc 
attctctcca 
gactcttaaa 
ttatagcatg 
agactgcact 
cctggaaaac 
ccccaaatac 
gactggaacc 
cctcatggtt 
agtaaagaaa 
gtttgaggag 
agttaagtag 
tctcataaag 
gagaatcatg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 
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catttgggtc actaattatc tcaaaatatt tcatactaat aaagttgaat tattttttat 2460 
tggaagccaa aaaaaaaaaa 2 480 

<210> 23 

<211> 2254 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2844928CB1 

<400> 23 

ggccgggacg cagggcaaag cgagccatgg ctgtctacgt cgggatgctg cgcctgggga 60 
ggctgtgcgc cgggagctcg ggggtgctgg gggcccgggc cgccctctct cggagttggc 12 0 
aggaagccag gttgcagggt gtccgcttcc tcagttccag agaggtggat cgcatggtct 180 
ccacgcccat cggaggcctc agctacgttc aggggtgcac caaaaagcat cttaacagca 240 
agactgtggg ccagtgcctg gagaccacag cacagagggt cccagaacga gaggccttgg 3 00 
tcgtcctcca tgaagacgtc aggttgacct ttgcccaact caaggaggag gtggacaaag 3 60 
ctgcttctgg cctcctgagc attggccxct gcaaaggtga ccggctgggc atgtggggac 420 
ctaactccta tgcatgggtg ctcatgcagt tggccaccgc ccaggcgggc atcattctgg 4 80 
tgtctgtgaa cccagcctac caggctatgg aactggagta tgtcctcaag aaggtgggct 540 
gcaaggccct tgtgttcccc aagcaattca agacccagca atactacaac gtcctgaagc 600 
agatctgtcc agaagtggag aacgcccagc caggggcctt gaagagtcag aggctcccag 66 0 
atctgaccac agtcatctcg gtggatgccc ctttgccggg gaccctgctc ctggatgaag 72 0 
tggtggcggc tggcagcaca cggcagcatc tggaccagct ccaatacaac cagcagttcc 7 80 
tgtcctgcca tgaccccatc aacatccagt tcacctcggg gacaacaggc agccccaagg 840 
gggccaccct ctcccaccac aacattgtca acaactccaa cattttagga gagcgcctga 900 
aactgcatga gaagacacca gagcagttgc ggatgatcct gcccaacccc ctgtaccatt 960 
gcctgggttc cgtggcaggc acaatgatgt gtctgatgta cggtgccacc ctcatcctgg 102 0 
cctctcccat cttcaatggc aagaaggcac cggaggccat cagcagagag agaggcacct 1080 
tcctgtatgg tacccccacg atgttcgtgg acattctgaa ccagccagac ttctccagtt 1140 
atgacatctc gaccatgtgt ggaggtgtca ttgctgggtc ccctgcacct ccagagttga 1200 
tccgagccat catcaacaag ataaatatga aggacctggt ggttgcttat ggaaccacag 12 60 
agaacagtcc cgtgacattc gcgcacttcc ctgaggacac tgtggagcag aaggcagaaa 1320 
gcgtgggcag aattatgcct cacacggagg cccggatcat gaacatggag gcagggacgc 13 80 
tggcaaagct gaacacgccc ggggagctgt gcatccgagg gtactgcgtc atgctgggct 1440 
actggggtga gcctcagaag acagaggaag cagtggatca ggacaagtgg tattggacag 1500 
gagatgtcgc cacaatgaat gagcagggct tctgcaagat cgtgggccgc tctaaggata 1560 
tgatcatccg gggtggtgag aacatctacc ccgcagagct cgaggacttc tttcacacac 162 0 
acccgaaggt gcaggaagtg caggtgaggc acttggctca ggtgagcccc cagaaacaag 1680 
aaacacacat gaacacggtg atgtctgata tttttctttg gccctggaac gtggtgggag 1740 
tgaaggacga tcggatgggg gaagagattt gtgcctgcat tcggctgaag gacggggagg 1800 
agaccacggt ggaggagata aaagctttct gcaaagggaa gatctctcac ttcaagattc 1860 
cgaagtacat cgtgtttgtc acaaactacc ccctcaccat ttcaggaaag atccagaaat 1920 
tcaaacttcg agagcagatg gaacgacatc taaatctgtg aataaagcag caggcctgtc 1980 
ctggccggtt ggcttgactc tctcctgtca gaatgcaacc tggctttatg cacctagatg 2040 
tccccagcac ccagttctga gccaggcaca tcaaatgtca aggaattgac tgaacgaact 2100 
aagagctcct ggatgggtcc gggaactcgc ctgggcacaa ggtgccaaaa ggcaggcagc 2160 
ctgcccaggc cctccctcct gtccatcccc cacattcccc tgtctgtcct tgtgatttgg 2220 
cataaagagc ttctgttttc aaaaaaaaaa aaaa 2254 

<210> 24 

<211> 1954 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3231586CB1 

<400> 24 

atccggtacc acggccagtg caagctaaaa ttaaccctca ctaaagggaa taagcttggc 60 
ccccgccgcg atgtttcccc gcgagaagac gtggaacatc tcgttcgcgg gctgcggctt 120 
cctcggcgtc tactacgtcg gcgtggcctc ctgcctccgc gagcacgcgc ccttcctggt 180 
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ggccaacgcc acgcacatct acggcgcctc ggccggggcg ctcacggcca cggcgctggt 2 40 

caccggggtc tgcctgggtg aggctggtgc caagttcatt gaggtatcta aagaggcccg 3 00 

gaagcggttc ctgggccccc tgcacccctc cttcaacctg gtaaagatca tccgcagttt 3 60 

cctgctgaag gtcctgcctg ctgatagcca tgagcatgcc agtgggcgcc tgggcatctc 420 

cctgacccgc gtgtcagacg gcgagaatgt cattatatcc cacttcaact ccaaggacga 480 

gctcatccag gccaatgtct gcagcggttt catccccgtg tactgtgggc tcatccctcc 540 

ctccctccag ggggtgcgct acgtggatgg tggcatttca gacaacctgc cactctatga 600 

gcttaagaac accatcacag tgtccccctt ctcgggcgag agtgacatct gtccgcagga 6 60 

cagctccacc aacatccacg agctgcgggt caccaacacc agcatccagt tcaacctgcg 720 

caacctctac cgcctctcca aggccctctt cccgccggag cccctggtgc tgcgagagat 7 80 

gtgcaagcag ggataccggg atggcctgcg ctttctgcag cggaacggcc tcccgaaccg 840 

gcccaacccc ttgctggcgt tgccccccgc ccgcccccac ggcccagagg acaaggacca 900 

ggcagtggag agcgcccaag cggaggatta ctcgcagctg ccgggagaag atcacatcct 960 

ggagcacctg cccgcccggc tcaatgaggc cctgctggag gcctgcgtgg agcccacgga 102 0 

cctgctgacc accctctcca acatgctgcc tgtgcgtctg gccacggcca tgatggtgcc 1080 

ctacacgctg ccgctggaga gcgctctgtc cttcaccatc cgctxgctgg agtggctgcc 1140 

cgacgttccc gaggacatcc ggtggatgaa ggagcagacg ggcagcatct gccagtacct 12 00 

ggtgatgcgc gccaagagga agctgggcag gcacctgccc tccaggctgc cggagcaggt 12 60 

ggagctgcgc cgcgtccagt cgctgccgtc cgtgccgctg tcctgcgccg cctacagaga 132 0 

ggcactgccc ggctggatgc gcaacaacct ctcgctgggg gacgcgctgg ccaagtggga 13 80 

ggagtgccag cgccagctgc tgctcggcct cttccgcacc aacgcggcct tcccgcccga 1440 

agctctgcgc atgcgcgcac ccgccgaccc ggctcccgcc cccgcggacc cagcatcccc 1500 

gcagcaccag ctggccgggc ctgccccttt gccgagcacc cctgctcccg aggcccggcc 1560 

cgtgatcggg gccctggggc tgtgagaccc cgaccctctc gaggaaccct gcctgagacg 162 0 

cctccattac cactgcgcag tgagatgagg ggactcacag ttgccaagag gggcctttgc 1680 

cgtgggcccc ctcgccagcc actcaccagc tgcatgcact gagaggggag gtttccacac 1740 

ccctcccctg ggccgctgag gccccgcgca cctgtgcctt aatcttccct cccctgtgct 1800 

gcccgagcac ctcccccgcc cctttactcc tgggaacttt gcagctgccc ttccctcccc 1860 

gtttttcatg gcctgctgaa atatgtgtgt gaagaattat ttattttcgc caaagcacac 1920 

gtaataaatg ctgcagccca aaaaaaaaaa aaaa 1954 

<210> 25 

<211> 1937 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3580770CB1 

<400> 25 

gcagttcctg gggcgtagta ggggatccac aagcgtttgt gaccagtgaa gttctttaca 60 
agggtgagat ctgcacggga ggacccgagc gagggtctcg gcttgccagg aagccggggt 120 
tccccgggaa gcgtggagtt cacccgcgca ctcgaagtgc ctttgcaaaa ttatatctgg 180 
gtgttggcac ccagccacta ttctgccaat gaagtacatc ctggtcacgg gtggggtcat 240 
ctcaggcatt ggtaaaggga tcattgccag cagcattgga acgattctaa aatcatgcgg 300 
actccgagtt actgccataa aaatcgaccc ctatattaac atcgatgctg gcactttttc 3 60 
acctxatgaa cacggtgaag tcttcgtctt aaatgatggt ggagaagttg atttagacct 42 0 
tggagattat gaaagatttt tggatattaa tctctataaa gacacaatag tcaccacggg 480 
gaagatatat cagcatgtga tcaataaaga gaggcgtggt gattacctgg ggaaaacagt 540 
gcaagttgtc cctcacatta ctgatgctgt ccaggagtgg gttatgaatc aagccaaggt 600 
gccggtggat ggtaataagg aagagcccca aatacgcgtt attgagctgg gaggcaccat 6 60 
tggagacatc gaaggaatgc cgtttgtgga ggcgtttaga caattccagt ttaaggcgaa 720 
aagagagaat ttctgtaata tccacgttag ccttgtccca cagctcagtg ctaccggaga 780 
acaaaaaacc aaacccaccc aaaacagcgt ccgcgcactg aggggtttag gcctgtctcc 840 
agatctgatt gtctgccgaa gttcaacgcc cattgagatg gccgtgaagg agaagatttc 900 
tatgttttgt cacgtgaacc ctgaacaggt catatgtatc catgatgttt cttccacata 960 
ccgagttcct gtgcttxtag aggaacaaag cattgtgaaa tattttaagg agagattgca 102 0 
cctgcccatc ggtgattctg caagtaatct gctttttaag tggagaaata tggctgacag 1080 
gtatgaaagg ttacagaaaa tatgctccat agccctggtt ggcaaataca ccaagctcag 1140 
agactgctac gcctctgtgt tcaaagccct ggaacactca gccctggcca tcaaccacaa 1200 
gttgaatctg atggtgattg atatgcccga gcacaaccct ggcaatttgg gaggaacaat 12 60 
gagactggga ataagaagaa ctgttttcaa aactgaaaat tcaatattaa ggaaacttta 1320 
tggrgacgtt ccttttatag aagaaagaca cagacatcgg ttcgaggtaa accctaacct 13 80 
gatcaaacaa tttgagcaga atgacttaag ttttgtaggt caggatgttg atggagacag 1440 
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gatggaaatc attgaactgg caaatcatcc ttattttgtt ggtgtccagt tccatcctga 1500 
gtttccttct aggccgatga agccttcccc tccgtatctg gggctgttac ttgcagcaac 1560 
tgggaacctg aatgcctact tgcaacaggg ttgcaaactg tcttccagtg atagatacag 162 0 
tgatgccagt gatgacagct tttcagagcc aaggatagct gagttggaaa taagctgaaa 16 80 
tgaacacatg actgggaata atggggactg cctgtgaggc ctctgaaata attgaaggca 174 0 
agatgaagga actacctgaa gaaatcacta cactcttaga gaatccctct gttctccagc 1800 
aaacatggga tgtaaagcct cacagggaat ctgataatac atacttctgt caaccagaac 18 60 
cagaggggta gttttctttt ccctccagag gcaacctttg atacttaaaa tatccgtagc 1920 
tgactaaatt tcgccca 1937 



<210> 26 
<211> 970 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3778612CB1 



<400> 26 

taataataat aacgtaatca tacctctagt catagcatac catttatcgg gctcggcgca 60 
ggcccgcggg gagcgcagcc cggcggagag actgatggag aggcagaaac ggaaggcgga 12 0 
catcgagaaa gggctgcagt tcattcagtc gacactaccc ctaaagcaag aagaatatga 180 
ggcctttctg ctcaagctgg tgcagaatct gtttgctgag ggcaatgatc tgttccggga 240 
gaaggactat aagcaggctc tggtgcagta catggaaggg ctgaacgtgg ccgactacgc 3 00 
tgcctctgac caggtggccc tgccccggga gctgctgtgc aagctgcatg tcaatagggc 3 60 
cgcctgctac ttcaccatgg gcctgtatga gaaggcgctg gaggacagcg agaaggcgct 42 0 
gggccctgac agtgagagta tccgggcgtt gttccgcaaa gcacgcgctc tcaatgaact 480 
gggacgccac aaggaggcct acgagtgcag cagccggtgt tccctcgccc tgccccacga 54 0 
tgaaagcgtg actcagcttg gtcagggacc cttgggatct ggggcttcct ggcctggcca 60 0 
gagctggagc ccccacaggg taaggaagag agagtgggag gcagagtgtg atggggagga 66 0 
gggacaggaa gaccctttta acgatgaggg taactatttc agttgtgagc cttctagggc 72 0 
cccaggctgg gaggctcaga ggactgaatc tgggacctgt gttccccccg gcaggcaggg 780 
acaagatggc atggcaagca tgggggcggg gtgggtgggg agggatgctg catttctcag 840 
ctgggcagta atcaatttaa tggtccttta aaatgtctgt gtattaaaaa tttaagaata 900 
ccacacttta atattaaata ttcataaggt ctagtatctt gataataatg tagatgtttt 96 0 
aataacaatt 970 



<210> 27 
<211> 1810 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 4574912CB1 



<220> 

<221> unsure 

<222> 193, 196-198 

<223> a, t, c, g, or other 



<400> 27 

gctgcatgga gggcgccgtt ctagaagctg ggggtgcgcg gtgcttttgc aggtttgggt 60 
gtgaattgag caagtatgaa aaccccggct attcatcccc cagaagtgat tactttaaaa 120 
attatatgat cattataact cagaatcgaa tgtcctttct tgcaaatatg ttccacacga 180 
tggactgtgt tgncgnnncc aggtatagct gtggaccaac tgtatatgat catgcgcacc 240 
ttggccatgc ttgctcatat gttagatttg atatcattcg aaggatccta accaaggttt 300 
ttggatgcag catagtcatg gtgatgggta ttacagatgt agatgataaa atcatcaaaa 3 60 
gagccaatga gatgaatatt tcccccgctt ccctcgccag tctttatgag gaagacttca 420 
agcaggacat ggcagccctg aaggttctcc cacccacggt gtacctgagg gtaaccgaaa 480 
atattcctca gataatttct ttcattgaag gaaccattgc tcgtgggaac gcttattcaa 540 
cggcaaaagg caatgtctac ttcgatctga agtctagagg agacaagtat ggcaaattgg 600 
tcggcgtggt ccctggtcca gtcggagagc cagcggactc tgacaagcgt catgccagtg 660 
acttcgccct gtggaaggcg gccaaacccc aggaggtgtt ctgggcctct ccctggggac 720 
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ccgggaggcc gggctggcac atcgagtgct ctgccatcgc tagtatggta tttggaagtc 780 

aactggatat ccactcaggt gggatagatt tagcttttcc acatcatgag aacgaaattg 840 

cacagtgcga agtctttcat cagtgcgagc agtggggaaa ttattttctg cattctgggc 900 

atttgcacgc caaaggcaaa gaagaaaaaa tgtccaaatc attaaagaac tacattacta 960 

ttaaggactt tctgaagacc ttttcccccg atgtcttccg gttcttctgc ctgcggagca 1020 

gctaccgctc agccatcgac tacagtgaca gcgccatgct ccaagctcag cagctgctcc 1080 

tggggctggg ctctctcctg gaggacgcac gtgcccacat gaaggggcag ctggcctgcg 1140 

gctccgtcag ggaagcgatg ctgtgggaga ggctctccag caccaagagg gccgtgaagg 1200 

cggccttggc agatgacttt gacacaccca gggtggttga tgccatcctg ggccttgcac 1260 

accacgggaa tggacagctc agggcgtccc tgaaggaacc tgaagggccg agaagtcctg 1320 

ctgtgtttgg tgccatcatc tcttactttg aacagttttt tgaaactgtt ggaatttctc 1380 

tggcaaatca acagcacgtt tcaggagacg gcagcgaggc taccttgcat ggtgtggtgg 1440 

acgagctggt gcggttccgg cagaaggtcc ggcagtttgc gctggccatg cccgaggcca 1500 

cgggggacgc ccggcggcag cagctcctag aaaggcagcc cctgctggaa gcatgcgaca 1560 

ccctgcgccg gggcctgact gcccacggca tcaacatcaa ggacagaagc agtacaacat 1620 

ccacgtggga actgctggat caaaggacaa aagaccaaaa atcagcgggc tgaggatgga 1680 

gcacagccat gaacctgctc acgacaagac gcacccatgc ttctcagggt caaggcttta 1740 

tgttaaagct tcctgtcggg gctgctaggt cagcattaaa gtaaggcaac caacagtgaa 1800 

aaaaaaaaaa 1810 

<210> 28 
<211> 2162 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5630806CB1 

<400> 28 

gaccgtgcgc gcggcacgag gggacggggt ccgactcaga aatggcggcc tccatgttct 60 

acggcaggct agtggccgtg gccacccttc ggaaccaccg gcctcggacg gcccagcggg 120 

ctgctgctca ggttctggga agttctggat tgtttaataa ccatggactc caagtacagc 180 

agcaacagca aaggaatctc tcactacatg aatacatgag tatggaatta ttgcaagaag 240 

ctggtgtctc cgttcccaaa ggatatgtgg caaagtcacc agatgaagct tatgcaattg 300 

ccaaaaaatt aggttcaaaa gatgtcgtga taaaggcaca ggttttagct ggtggtagag 3 60 

gaaaaggaac atttgaaagt ggcctcaaag gaggagtgaa gatagttttc tctccagaag 420 

aagcaaaagc tgtttcttca caaatgattg ggaaaaaatt gtttaccaag caaacgggag 480 

aaaagggcag aatatgcaat caagtattgg tctgtgagcg aaaatatccc aggagagaat 540 

actactttgc aataacaatg gaaaggtcat ttcaaggtcc tgtattaata ggaagttcac 600 

atggtggtgt caacattgaa gatgttgctg ctgagactcc tgaagcaata attaaagaac 660 

ctattgatat tgaagaaggc atcaaaaagg aacaagctct ccagcttgca cagaagatgg 720 

gatttccacc taatattgtg gaatcagcag cagaaaacat ggtcaagctt tacagccttt 780 

ttctgaaata cgatgcaacc atgatagaaa taaatccaat ggtggaagat tcagatggag 840 

ctgtattgtg tatggatgca aagatcaatt ttgactctaa ttcagcctat cgccaaaaga 900 

aaatctttga tctacaggac tggacccagg aagatgaaag ggacaaagat gctgctaagg 960 

caaatctcaa ctacattggc ctcgatggaa atataggctg cctagtaaat ggtgctggtt 102 0 

tggctatggc cacaatggat ataataaaac ttcatggagg gactccagcc aacttccttg 1080 

atgttggtgg tggtgctaca gtccatcaag taacagaagc atttaagctt atcacttcag 1140 

ataaaaaggt actggctatt ctggtcaaca tttttggagg aatcatgcgc tgtgatgtta 12 00 

ttgcacaggg tatagtcatg gcagtaaaag acttggaaat taaaatacct gttgtggtac 12 6 0 

ggttacaagg tacacgagtc gatgatgcta aggcactgat agcggacagt ggacttaaaa 132 0 

tacttgcttg tgatgacttg gatgaagctg ctagaatggt tgtaaagctc tctgaaatag 13 80 

tgaccttagc gaagcaagca catgtggatg tgaaatttca gttgccaata tgatctgaaa 1440 

acccagtgga tggctgaagg tgttaaatgt gctataatca ttaagaatac tgtgttctgt 1500 

gttattgttc tttttctttt tagtgtgtgg agattgtaat tgccatctag gcacacaaac 1560 

atttaaaagg atttggactg catttaattg taccattcag aatggactgt ttgtacgaag 1620 

catgtataat gcagttatct tctttctttc gtcgcagcca gtcttttttg cttctcctac 1680 

aaaacgtaac ttgcaatttg ccagtttatt attgttggat acaaagttct tcattgataa 1740 

gagtcctata aataagataa atacgaagat aaagctttat tctttagtgt taaaatacag 1800 

tatatctaat aactagcctc attagtagag cagtatatta aaacaatgtt ttatgtaaaa 1860 

agtgtttatc ttcagcacca aatacatgat aaatgtatca atcactattt ataaacagag 1920 

ctttcaaaca ctcctcagaa tattcttcta agtattttga tgaagtaact ttgtaattat 1980 

ttgaacattg ttttaatcat taggaaacac tgattaactg caagtcttca tgattctgtc 2040 

atattaagaa acacctgtag gtttgcttca aataaaggca tatataccaa ggacttacag 2100 
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acaaaattaa gaatgtcaat ttaagttaat aaaaatctcc caatatgaaa aaaaaaaaaa 2160 
aa 2162 

<210> 29 

<211> 1477 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 5854855CB1 

<400> 29 

gcaatccgta ccctcagtgg gttccctttc agtgggttcc tttgtcccca ggcccattat 60 

tccgtcctcc cctcttccct gatgtatttt ggcgcggtct cctggctctg cgggcccagg 120 
gctccggatg aggtctcccg ccgtcccgac ccccgcaagg gccagcttgg tgtcgccttc 180 

gttcttctgc caccccattc ggaaggtgct cgggtcttcg gggcactggg tcccatcggt 240 

ccctcctcac ctgggctcac cctcgggggt ctggccgtga gcgagcaccg gctcagcaac 3 00 
aagctgctgg cttggagcgg cgtcctcgag tggcaggaga agcgcagacc ctactctgac 3 60 

tccactgcaa agctgaagcg gaccctgccc tgccaagcct acgtgaacca aggcgagaac 420 

ctggagaccg accagtggcc gcagaagctg atcatgcagc tgatcccgca gcagctgctg 4 80 

accaccctgg gccccctgtt ccggaactcc cagttggcac agttccactt caccaacaga 540 

gactgcgact cgctcaaggg gctctgccgc atcatgggca acggcttcgc gggctgcatg 600 

ctgttccccc acatctcccc ctgtgaggtg cgcgtgctca tgcccctgta ctcgtccaag 660 

aagaagatct tcatgggcct catcccctac gaccagagcg gcttcgtcag tgccatccgg 720 

caggtcatca ccacccgcaa gcaggcagtg ggacctggtg gtgtcaactc aggcccagtc 7 80 

cagatcgtca acaacaagtt tctggcatgg agtggtgtca tggagtggca ggagcccagg 840 

cctgagccca acagtcggtc caagaggtgg ctgccatccc acgtctacgt gaaccagggg 900 

gagatcctga ggaccgagca gtggccaagg aagctgtaca tgcagctcat cccgcagcag 960 

ctgctgacca ccctagtgcc gctgttccgg aactcgcgcc tggtccagtt ccacttcacc 102 0 

aaggacctgg agacactgaa gagcctgtgc cggatcatgg acaatggctt cgccggctgc 1080 

gtgcactttt cctacaaagc atcgtgtgag atccgcgtgc ttatgctcct gtactcttca 1140 

gagaagaaaa tcttcattgg cctcatcccc catgaccagg gcaactttgt caacggcatc 1200 

cggcgtgtca ttgccaacca gcagcaggtc ctgcagcgga acctggagca ggagcaacag 1260 

caacgaggga tgggggggta gtggttaccc cgggctgggc ccctccagga gtcacagatg 132 0 

aggcccccgc agagactggt gacacgcttc tgagcagggg cccctgggga cttcaactgc 1380 

ccagcaacat ggaggatggt gtcctgaggc ctccaaggac ggtccccacc cctctacgtt 1440 

tccccaataa agccttttaa aaacctgaaa aaaaaaa 1477 

<210> 30 
<211> 1660 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 5993973CB1 

<400> 30 

gggccttccg cagctgcaga gcctcaacct cagcggcaac cggctgcgcg agccgccagc 60 
cgacctggcg cgctgcgccc cgcgcctgca gagcctcaac ctcaccggca attgcctaga 12 0 
ctcccttccc gccgagctct ttcgccccgg cgcgctgccc ctgctcagtg aactggcggc 180 
tgctgacaac tgcccccgag aactcagccc cgacatcgcc cacctggcct cgctcaagac 24 0 
gttggacctc tcgaacaacc agctgagcga gatccctgca gagcttgcgg actgccccaa 300 
gctcaaggag atcaatttcc gtgggaacaa gctgagggac aagcgcctgg agaagatggt 3 60 
cagcggctgc cagaccagat ccatcctgga gtacctgcgc gtcggaggcc gtggtggcgg 42 0 
gaagggcaag ggccgtgccg agggctcgga gaaggaagag agccggagga agaggaggga 480 
gaggaagcag aggcgggaag gtggtgatgg ggaggagcag gacgtgggag atgccggccg 540 
gctgctgctc agggtcctgc acgtctctga aaaccccgta cctccgacag tcagagtgag 600 
ccccgaggtc cgggatgtgc ggccctacac tgtgggggcc gtggtgcgag gcatggacct 66 0 
gcagccaggg aatgcactca agcgcttcct cacctcgcag accaagctcc acgaagatct 720 
ctgtgagaag aggacggctg ccacccttgc cacccacgag ctccgtgccg tcaaagggcc 780 
cctgctgtac tgcgcccggc ccccacagga cctcaagatt gtccccttgg ggcggaaaga 84 0 
agccaaggcc aaggagctgg tgcggcagct gcagctggag gccgaggagc agaggaagca 900 
gaagaagcgg cagagtgtgt cgggcctgca cagatacctt cacttgctgg atggaaatga 960 
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aaattacccg 
cagtgagaag 
caccagtctg 
gaaaaagtac 
agtctctgga 
ccttctggtg 
cccgtccaag 
gggccgcctg 
attatccgtt 
tcgctctgtc 
cctgggttca 
ccactaagct 



tgtcttgtgg 
acaaaggtta 
cagatttgca 
actttagaaa 
caacttccag 
gtggagcagg 
gccgacctgg 
tccgcgtttg 
agattttcac 
gccaggctgg 
agcgattctc 
cagctaattt 



atgcagacgg 
agaaaacgac 
aggatgtcat 
ataaagagga 
atcccacaac 
tccgggtggt 
ccactgcccc 
tttggccggt 
cccagttttt 
agtgcagtgg 
ctgcctcagc 
ttgtattttt 



tgatgtgatt 
ttctgatttg 
ggatgccctc 
aggatcactc 
gaatcccagt 
ggatctggaa 
tccccacgtg 
tttgcggagg 
ttgttggttt 
cgtgatctcg 
ctcccaagta 
agtagagacg 



tccttcccac 
tttttggaag 
attctgaaaa 
tcagatactg 
gctggaaagg 
gggagcctga 
actgtcgtgc 
tttctatgcg 
tttttttttg 
agtcactgca 
gctgggacta 



caataaccaa 
taacaagtgc 
tggcagaaat 
aagccgatgc 
acgggccctc 
aggtggtgca 
gccgacgcca 
gcaatgctga 
agatggagtc 
gcctgtgtct 
caggtgtgtg 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1660 
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